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	Library
	Alignment rate
	# read pairs mapped

	1
	35S:MtLap1_1
	LAP1
	73.7%
	9922523

	2
	35S:MtLap1_2
	LAP1
	73.9%
	7717499

	3
	35S:MtLap1_3
	LAP1
	73.3%
	5696422

	4
	35S:MtCOla
	Control
	74.4%
	7620056

	5
	35S:MtCOlf
	Control
	75.4%
	8200843

	6
	35S:MtFTa1plusMtFD
	Control
	75.4%
	8200843




