[image: C:\Users\cfpnwa\Desktop\R3tree.png]
Figure S2 Maximum likelihood phylogenetic tree of Medicago truncatula MYB proteins.
[bookmark: _GoBack]R3-MYB proteins from Arabidopsis thaliana (At), Glycine max (Gm), Gossypium hirsutum (Gh), Medicago truncatula (Mt), Mimulus cardinalis (Mc), Petunia hybrida (Ph) and Vitis vinifera (Vv) were aligned and compared with R2R3-MYB proteins that regulate anthocyanin biosynthesis. The R2R3-MYB P1 from Zea mays (Zm) was used as an outgroup. Nodes with bootstrap support >50% are shown (1000 replicates). The R3-MYB proteins MYBx from Petunia, ROSE INTENSITY1 (ROI1) from Mimulus and CAPRICE (CPC) from Arabidopsis have established roles inhibiting MBW activity for anthocyanin pigmentation [1-3].
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