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	Method
	DNA yield
(µg/mg tissue)
	DNA purity

	
	
	A260:A230
	A260:A280


Grass
Sugarcane (Saccharum spp. hybrids) (present study)
	TENS-CO (present study)
Standard SDS (modification, [1]) (present study)
CTAB/PVP [2] 
	0.46 ± 0.05
0.10 ± 0.01
0.50 – 0.80
	2.04 ± 0.11
1.61 ± 0.07
ND
	1.85 ± 0.01
1.96 ± 0.02
1.76 – 1.96 


Sugarcane (Saccharum officinarum)
	CTAB/PVP [3]
CTAB/PVP [4]
CTAB/SDS [5]
	  0.50
  0.025 – 0.1
0.28 ± 0.16
	2.00
1.7 – 1.8
ND
	1.93
ND
1.74 ± 0.18


Buffalograss (Buchloe dactyloides) 
	SDS/CTAB/PVP 40 [6]
	  0.27
	ND
	1.97 – 2.04


Cereals
Rice (Oryza sativa L. sp. japonica) (present study)
	TENS-CO (present study)
MO BIO PowerPlant Pro Kit (present study)
No detergent [7]
	  0.35 ± 0.05
  0.10 ± 0.01
  0.12 ± 0.23
	2.18 ± 0.07
2.02 ± 0.05
ND
	1.93 ± 0.01
1.84 ± 0.01
1.87 ± 0.05


Wheat (Triticum aestivum) 
	SDS [8]
	  0.50 – 0.80
	ND
	> 1.77


Barley (Hordeum sativum)
	SDS [8]
SDS/PVP [9]
	  0.50 – 0.80
  0.02 – 0.10
	ND
ND
	> 1.77
1.65 – 1.8


Citrus
Sweet Orange (Citrus sinensis L. cv. Hamlin) (present study)
	TENS-CO (present study)
Standard CTAB (modification, [10]) (present study)
	  0.64 ± 0.08
  0.12 ± 0.01
	2.08 ± 0.04
2.32 ± 0.09
	2.00 ± 0.01
1.92 ± 0.02


Citrus grandis			
	SDS/Sephacryl [11]
	  0.10 – 0.15
	ND
	1.80


Vegetables
Potato (Solanum tuberosum L. cv. Atlantic) (present study)
	TENS-CO (present study)
MO BIO PowerPlant Pro Kit (present study)
Synergy Plant DNA Kit (present study)
SDS [8]
	  0.50 ± 0.04
  0.05 ± 0.004
  0.20 ± 0.01
  0.50 – 0.80
	2.23 ± 0.006
2.41 ± 0.05
2.18 ± 0.05
ND
	1.91 ± 0.04
1.94 ± 0.03
1.93 ± 0.02
> 1.77


Sweet Potato (Ipomoea batatas (L.) Lam.) 
	Rapid CTAB [12]
	  0.97 ± 0.11
	ND
	1.99 ± 0.09


Tomato (Solanum lycopersicum L. cv. Lance) (present study)
	TENS-CO (present study)
MO BIO PowerPlant Pro Kit (present study)
Synergy Plant DNA Kit (present study)
SDS/PVP [13]
MPD/PIPES/PVP [14]
	  0.66 ± 0.06
  0.05 ± 0.004
  0.11 ± 0.01
  0.05 – 0.08
  0.01
	2.10 ± 0.05
1.87 ± 0.08
1.93 ± 0.03
ND
ND
	1.93 ± 0.01
1.80 ± 0.01
1.81 ± 0.01
1.80 – 1.93
1.80 – 1.93


Yam (Dioscorea spp.)		
	SDS [15]
	  0.13 – 0.70
	ND
	1.79 – 2.00


Common Bean (Phaseolus vulgaris)
	SDS [8]
SDS/PVP [9]
	0.50 – 0.80
0.02 – 0.10
	ND
ND
	> 1.77
1.65 – 1.80


Faba Bean (Vicia faba) 
	SDS [8]
	0.50 – 0.80
	ND
	> 1.77


Lettuce (Lactuca sativa)
	SDS [8]
SDS/PVP [9]
	0.50 – 0.80
0.02 – 0.10
	ND
ND
	> 1.77
1.65 – 1.80


Cotton 
Gossypium arboreum		
	SDS/CTAB/PVP 40 [6]
	0.05
	ND
	1.88


G. herbaceum	
	SDS/CTAB/PVP 40 [6]
	0.05
	ND
	2.17


Woody Plants
Grapevine (Vitis spp.) 
	CTAB/PVP [16]
CTAB/PVP [17]
CTAB/PVP 40 [18]
	0.79 ± 0.14
0.65
0.67 ± 0.01
	ND
1.76
1.93 ± 0.03
	1.80 – 2.00
1.80
1.98 ± 0.05


Porcelain-berry (Ampelopsis brevipedunculata)
	CTAB/PVP [16]
	0.85 ± 0.05
	ND
	1.80 – 2.00


Apple (Malus domestica cv. Red Delicious)
	CTAB/PVP [16]
CTAB/PVP 40 [18]
	0.83
0.02 ± 0.002
	ND
2.03 ± 0.04
	1.80 – 2.00
1.90 ± 0.03


Pear (Pyrus syrica)
	SDS [8]
CTAB/PVP 40 [18]
	0.50 – 0.80
0.03 ± 0.003
	ND
1.99 ± 0.01
	> 1.77
1.95 ± 0.04


Wild Almond (Prunus amygdalus)
	SDS [8]
	0.50 – 0.80
	ND
	> 1.77


Coffee (Coffea brassii)	
	CTAB/PVP [19]
	0.015 – 0.02
	1.91
	1.68


Eucalypt (Corymbia sp.) 
	CTAB/PVP [19]
	0.005
	1.85
	1.43


Weeping Fig (Ficus benjamina)		
	SDS/Sephacryl [11]
	0.10 – 0.15
	ND
	1.80


CTAB: cetyltrimethylammonium bromide; SDS: sodium dodecyl sulfate; MPD: 2-methyl-2,4-pentanediol; PIPES: piperazine-N,N'-bis(2-ethanesulfonic acid); PVP: polyvinylpyrrolidone; ND: Not determined
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