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TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGACGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TWCMGGARGAGG-—-—===-——————=————————————————————— AGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGG-———=————————————————————————————— AGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTG---CGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACACGARAAGAAGAGGGTGCKTGGGCRCCTTAG---CAGGSTACCATCCTGATCAGSGGKACCAWGASGCTGACCTCC

TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGAC-GGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGAC-GGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGAC-GGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGAC-GGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGACCGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGAC-GGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC

TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGA-CGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGATCGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGATCGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGATCGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGATCGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGATCGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC

TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGA-CGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGA-CGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTG-—————— CGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGATCGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC

TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGA-CGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGACCGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGAACGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGACCGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGACCGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGACCGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC
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WT TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGACGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC 348
86-1 TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGACGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC 160
86-2 TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAG———-——————~— AGGCTGCGCGGGCGTACGATGAGGCTGCCATCC 150
86-3 TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGACGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC 160

WT TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGA-CGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC 348
89-1 TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTG----CGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC 157
89-2 TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGATCGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC 161
89-3 TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGA-CGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC 160
89-4 TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGA-CGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC 160
89-5 TACAGGAAGAGGAGGGTGTGGTTGGGCACCTTTGAGATCGGCGGAGGAGGCTGCGCGGGCGTACGATGAGGCTGCCATCC 162

Fig. S5 Sequence alignment of the Nud gene fragments cloned from selected T, plants. Target sequence is marked in yellow and PAM motif in
light blue; deletions are indicated by dashes.



