
Fig S1a. Comparison of the extractability of individual lipid classes from flowers of 

Arabidopsis thaliana by the four lipid extraction methods. Bars show the average peak area of 

the lipids belonging to a class normalized to the fresh weight of flower tissue samples 

(mean±SD, n=5). Different letters above bars of the same tissue indicate significant differences 

(p < 0.05) in total lipid extractability of the four methods by ANOVA test followed by Tukey’s 

test. b. Heat map of the lipid classes extracted from flowers by the four protocols (n=5). Red 

colour bars (M1): Welti et al., Green colour bars (M2): Hummel et al., Dark blue colour bars 

(M3): Burgos et al., Light blue colour bars (M4): Shiva et al. 
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Fig S2a. Comparison of the extractability of individual lipid classes from siliques of 

Arabidopsis thaliana by the four lipid extraction methods. Bars show the average peak area of 

the lipids belonging to a class normalized to the fresh weight of siliques (mean±SD, n=5). 

Different letters above bars of the same tissue indicate significant differences (p < 0.05) in total 

lipid extractability of the four methods by ANOVA test followed by Tukey’s test. b. Heat map 

of the lipid classes extracted from siliques by the four protocols (n=5). Red colour bars (M1): 

Welti et al., Green colour bars (M2): Hummel et al., Dark blue colour bars (M3): Burgos et al., 

Light blue colour bars (M4): Shiva et al. 
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Fig S3a. Comparison of the extractability of individual lipid classes from seeds of Arabidopsis 

thaliana by the four lipid extraction methods. Bars show the average peak area of the lipids 

belonging to a class normalized to the fresh weight of seed sample (mean±SD, n=5). Different 

letters above bars of the same tissue indicate significant differences (p < 0.05) in total lipid 

extractability of the four methods by ANOVA test followed by Tukey’s test. b. Heat map of 

the lipid classes extracted from seed samples by the four protocols (n=5). Red colour bars (M1): 

Welti et al., Green colour bars (M2): Hummel et al., Dark blue colour bars (M3): Burgos et al., 

Light blue colour bars (M4): Shiva et al. 
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Fig S4a. Comparison of the extractability of individual lipid classes from seedlings of 

Arabidopsis thaliana by the four lipid extraction methods. Bars show the average peak area of 

the lipids belonging to a class normalized to the fresh weight of the seedling sample (mean±SD, 

n=5). Different letters above bars of the same tissue indicate significant differences (p < 0.05) 

in total lipid extractability of the four methods by ANOVA test followed by Tukey’s test. b. 

Heat map of the lipid classes extracted from seedling samples by the four protocols (n=5). Red 

colour bars (M1): Welti et al., Green colour bars (M2): Hummel et al., Dark blue colour bars 

(M3): Burgos et al., Light blue colour bars (M4): Shiva et al. 
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Fig S5a. Comparison of the extractability of individual lipid classes from stems of Arabidopsis 

thaliana by the four lipid extraction methods. Bars show the average peak area of the lipids 

belonging to a class normalized to the fresh weight of stem sample (mean±SD, n=5). Different 

letters above bars of the same tissue indicate significant differences (p < 0.05) in total lipid 

extractability of the four methods by ANOVA test followed by Tukey’s test. b. Heat map of 

the lipid classes extracted from stem samples by the four protocols (n=5). Red colour bars 

(M1): Welti et al., Green colour bars (M2): Hummel et al., Dark blue colour bars (M3): Burgos 

et al., Light blue colour bars (M4): Shiva et al. 

 

 

 

M1: Welti et al. M2: Hummel et al. M3: Burgos et al. M4: Shiva et al. 

a 



b 

 

 

 

 

 

 

 

 

 

 

 

 

 

M1: Welti et al. M2: Hummel et al. M3: Burgos et al. M4: Shiva et al. 



 

Fig S6a. Comparison of the extractability of individual lipid classes from roots of Arabidopsis 

thaliana by the four lipid extraction methods. Bars show the average peak area of the lipids 

belonging to a class normalized to the fresh weight of root sample (mean±SD, n=5). Different 

letters above bars of the same tissue indicate significant differences (p < 0.05) in total lipid 

extractability of the four methods by ANOVA test followed by Tukey’s test. b. Heat map of 

the lipid classes extracted from root samples by the four protocols (n=5). Red colour bars (M1): 

Welti et al., Green colour bars (M2): Hummel et al., Dark blue colour bars (M3): Burgos et al., 

Light blue colour bars (M4): Shiva et al. 
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