Table S1: List of genes known to be involved in post-transcriptional gene silencing (PTGS) in Arabidopsis, additional candidate genes and primers used to amplify them.
	Candidate gene
	Locus
	Primer name
	Sequence

	AGO1
 
 
 
 
 
 
 
	AT1G48410
	ago1 p1 F
	CGTTTGTTCGGAGTTAGAGAGA

	
	
	ago1 p1 R
	CTGATTGTTTCCCCTCCAAA

	
	
	ago1 p2 F
	TTTTACAGACGAGAAAGGGAATTT

	
	
	ago1 p2 R
	AGCCTCAACAGAAGCCAGAG

	
	
	ago1 p3 F
	AGACGGTGCAACTCAATGAT

	
	
	ago1 p3 R
	TGGTTTATGCCCAGTTGATCT

	
	
	ago1 p4 F
	TTGGGTTTTAGCTTTAGCTTGC

	
	
	ago1 p4 R
	GAAAGGATCAAAGTCTGTTTTGAA

	AGO2
 
 
 
	AT1G31280
	ago2 p1 F
	GCAGCAAAATTCTGAACACG

	
	
	ago2 p1 R
	CCTCTGCCTTTGTTGTGGAT

	
	
	ago2 p2 F
	TGTGACTTGGTTGAGGGACA

	
	
	ago2 p2 R
	TTCAGCTTGAGACCCAAAAC

	AGO3
 
	AT1G31290
	AGO3 Fwd
	GGATCGAGGTGGTTACCGAGG

	
	
	AGO3 Rvs
	GAAGAGGATGAAGAGGCAACC

	AGO4
 
 
 
 
 
	AT2G27040
	ago4 p1 F
	TGTCACCTTTCTGGGTTTGTC

	
	
	ago4 p1 R
	GCCAAGCAAAAGAGGTAAGG

	
	
	ago4 p2 F
	TGCTAGGGACCCTTATTCGAT

	
	
	ago4 p2 R
	GCAAAAACCATTTCCAAAAGA

	
	
	ago4 p3 F
	CGGCAACCTAATGATCAGTATCT

	
	
	ago4 p3 R
	CCTAAGCTGAAAGTCAGATAGCC

	AGO9
 
 
 
 
 
	AT5G21150
	AGO9 F P1
	GACGCGAATGATTTTGTTTG

	
	
	AGO9 F P2
	TCGACGTGTCCTCAAGAATC

	
	
	AGO9 F P3
	CTGTTTTCCCCCTTGAATGT

	
	
	AGO9 R P1
	CTTCGGCTTACCAACATTGA

	
	
	AGO9 R P2
	ACCATTCACAAGGCCCTAAA

	
	
	AGO9 R P3
	TTGGTTCTCCATCAAAAGCA

	AKIN10
 
 
 
	AT3G01090
	AKIN10 F P1
	ATCGGGTACGAGAGATCCAG

	
	
	AKIN10 F P2
	AGCAACATAATGCGAGATGG

	
	
	AKIN10 R P1
	TACGGGGAGTACCTTCCTGA

	
	
	AKIN10 R P2
	GTGGCATGATGCACTACAAG

	AKIN11
 
 
 
	AT3G29160
	AKIN11 F P1
	GTTTCAGACCAAAACCACCA

	
	
	AKIN11 F P2
	TAATGTTATGCGGGATGGTC

	
	
	AKIN11 R P1
	ACATGTGCAGGAATCCAGTG

	
	
	AKIN11 R P2
	ACCCGGCAAAGTAAACACTG

	CDC5
 
 
 
	AT1G09770
	CDC5seq1F
	GGAGCAATAGCTACTTCAACAATG

	
	
	CDC5seq1R
	TTGCCTTGGTGTTTGTGAGT

	
	
	CDC5seq2F
	AACAGAAGGCAGTGCTGCTA

	
	
	CDC5seq2R
	TGCATTGAAAGAGAGGAGGA

	CLASSY
 
 
 
	AT3G42670
	Classy seq1 F
	GTTGCTTTCGCACATTAACC

	
	
	classy seq1 R
	AACGCCTCGTTATCCACTCT

	
	
	Classy seq2 F
	TTTTCCTGAAAACATTCTTGATG

	
	
	Classy seq2 R
	CATCAAAGGCATGGTGAAAC

	CUL4
 
 
 
 
 
	AT5G46210
	CUL4 F P1
	ATTTCTCGGGTCGGGTCTA

	
	
	CUL4 F P2
	CAGTCTGACGTTCCGGAGTA

	
	
	CUL4 F P3
	CTCGAAGGGATGTTCAAGGT

	
	
	CUL4 R P1
	ACGTTCGAGAAGTTGCCTTT

	
	
	CUL4 R P2
	ACGTCCAACGAGGAAACAA

	
	
	CUL4 R P3
	TGAGAACCGAGGAAAAGTGA

	DCL1
 
 
 
 
 
 
 
	AT1G01040
	DCL1 F P1
	GGATCGATAGACCGTGGAAT

	
	
	DCL1 F P2
	AACATGTGCCTATGCCTTCA

	
	
	DCL1 F P3
	TGGGTGCATTTACCGATATG

	
	
	DCL1 F P4
	GATTCTTGAAGCCTTGACTGC

	
	
	DCL1 R P1
	TTCCTTGAACTTGCTTGTGC

	
	
	DCL1 R P2
	CATCTTGGTCAGCCTTCTCA

	
	
	DCL1 R P3
	AGCTCAGCTCTCTCGTAGCA

	
	
	DCL1 R P4
	AAGACCCTTTCTTGGCATTG

	DCL2
 
 
 
 
 
 
 
	AT3G03300
	dcl2 p1 F
	TGGTAGCAGTCAATAATCCCATAA

	
	
	dcl2 p1 R
	TTTTAACGGCACCTTTCACAT

	
	
	dcl2 p2 F
	CATGAACTCGAAACTCTAATGAA

	
	
	dcl2 p2 R
	GACCTTTCCACCATCATCAAA

	
	
	dcl2 p3 F
	TGCATCCAACATTTGCAGTT

	
	
	dcl2 p3 R
	AATTCCCTGTCATGCTCTGC

	
	
	dcl2 p4 F
	CAGAGCATGACAGGGAATTTG

	
	
	dcl2 p4 R
	TGAATGAATGCAATAAAGTTGACA

	DCL3
 
 
 
 
 
 
 
	AT3G43920
	dcl3 p1 F
	TTTGACTAATTTTGTTGCAGTTTTT

	
	
	dcl3 p1 R
	TCAGAAAACTGTCTTTTCCCAAC

	
	
	dcl3 p2 F
	TTCCTATTATGTTTCAGAGTGCTTG

	
	
	dcl3 p2 R
	GAAACTGTTTATAACTAGGGATCAGAG

	
	
	dcl3 p3 F
	CAAGGCTTCTGTCTCACCTTG

	
	
	dcl3 p3 R
	AATGCAGGGGTTGAAAATGA

	
	
	dcl3 p4 F
	TCACACACTCCTCTCTTCGTG

	
	
	dcl3 p4 R
	GGAGTTGGTATACAAAAACCATTT

	DCL4
 
 
 
 
 
 
 
 
 
	AT5G20320
	dcl4 p1 F
	GAAACACATGATTTCTGGTTCAG

	
	
	dcl4 p1 R
	CCCAAAACACAGCGTGATAG

	
	
	dcl4 p2 F
	GATATCTTTCCTAGAATTGAATACTGC

	
	
	dcl4 p2 R
	GCACAATGTGGTGAAAAGCA

	
	
	dcl4 p3 F
	TTCCAGCTCTTGATTCACCA

	
	
	dcl4 p3 R
	AGAGCCCGAAGGAGGAAATA

	
	
	dcl4 p4 F
	CCACTCTGTCTGCATGATGG

	
	
	dcl4 p4 R
	CAAGTAGTCCAGAACAGCATCC

	
	
	dcl4 p5 F
	TCCATCTATGGTAACCAAATTTCTC

	
	
	dcl4 p5 R
	TTTGATGCATGAGAGATGAGTAAAC

	DDB1A
 
	AT4G05420
	DDB1a Fwd
	CTATCCTCCTGCTGCTTCTG

	
	
	DDB1a Rvs
	CAATCTACCCTCCCAATCCCAC

	DRM2
 
	AT5G14620
	DRM2 Fwd
	CCAGTAAACTGACGACGATACAAGC

	
	
	DRM2 Rvs
	CGCAAAAAGCAAAAGAGAGTTAGGT

	HASTY
 
 
 
 
 
 
 
	AT3G05040
	hasty p1 F
	ACCCAAAGCCAAATCAGAGA

	
	
	hasty p1 R
	TTTGCCAAGTCAAAGTGCTG

	
	
	hasty p2 F
	TGTTGCTGTGGTAATTTGCTG

	
	
	hasty p2 R
	CTGGCTGTCCATCACTGCTA

	
	
	hasty p3 F
	CGAGCACTTGTTTTCCTCTG

	
	
	hasty p3 R
	CCCTCATTTCTGGGGGTAAT

	
	
	hasty p4 F
	GCTACTCCGTGTTCTTCATTCC

	
	
	hasty p4 R
	CATGGAAGCTTTGGTTAGAGG

	HEN1
 
 
 
 
 
	AT4G20910
	hen1 p1 F
	TCAGGGGTATGCACATTTTG

	
	
	hen1 p1 R
	CCAATGCAATATTCCTAAAATCC

	
	
	hen1 p2 F
	TCTCTTCTCTCCTACCGCTCA

	
	
	hen1 p2 R
	CATCCTCTGTTTACAGCCATGT

	
	
	hen1 p3 F
	GCTAGTTAGATGAATCTGTCGGTCT

	
	
	hen1 p3 R
	GCAAAAGCTCATGGCAAAAG

	JMJ14
 
	AT4G20400
	JMJ14 Fwd
	CTTTGTTCTTCCTTAGGTCACGGGT

	
	
	JMJ14 Rvs
	GTGTTTATCTGCTTGCTCCTCCTTA

	MOS1
 
	AT4G24680
	MOS1_F
	CTTTCTCCTCTTTCAACCAATCC

	
	
	MOS1_R
	CCACCAATTCCAAAATCCAAAC

	MOS2
 
	AT1G33520
	MOS2_F
	GCCCATCTGCTTTACATTTATC

	
	
	MOS2_R
	CAGGCCCTTCTACACTATTTC

	MOS3
 
	AT1G80680
	MOS3_F
	TAAGCAGAAGAGGAGGGAAAAC

	
	
	MOS3_R
	GGTCAGTAGCAATCAGAAACAAG

	MOS4
 
	AT3G18165
	MOS4 F P1
	GACTATGGCGACGAACAATG

	
	
	MOS4 R P1
	CCACTTGACAGGAGAGCAGA

	MOS5
 
	AT2G30110
	MOS5 Fwd 
	CCTTTCGTTCGCCCGTCTCTCT

	
	
	MOS5 Rvs 
	CCAGGTTTGTTTGTTCAGAGTTTCA

	MOS6
 
 
 
	AT4G02150
	MOS6 F P1
	TGCGTGGAGAAAATAAAGGA

	
	
	MOS6 F P2
	ACTTCCCCAAACTTCAGGTG

	
	
	MOS6 R P1
	ACCCTAAGAGCTGGATGAGG

	
	
	MOS6 R P2
	AGGAGTGGGCATGAAGAGAT

	MOS7
 
	AT5G05680
	MOS7 Fwd
	CAGATCAATACAACCCGTAGACC

	
	
	MOS7 Rvs
	CGCCGTGATTTTGCTACTTGA

	MOS8
 
	AT5G40280
	MOS8 Fwd
	TGAATCTGGTTTGGTCTGGGC

	
	
	MOS8 Rvs
	GAAGCAGTTTCTGAGGCATTTG

	MOS9
 
	AT1G12530
	MOS9 Fwd
	CAAGTGGATCGGTTCAAACAC

	
	
	MOS9 Rvs
	GATTTGGGGTTGGTAGAGGAAG

	MOS10
 
	AT1G80490
	MOS10 Fwd
	CGACTCCAAATCACGAGAAGG

	
	
	MOS10 Rvs
	TTCAGCAATGTTGTCTGTGG

	MOS11
 
	AT5G02770
	MOS11 Fwd
	TTCCAATCCTACATTCCTACTTCGC

	
	
	MOS11 Rvs
	CTCATGTACCCCTGTATGC

	MOS12
	AT2G26430
	MOS12 Fwd
	TGTTGTCTCCCTGAATGTTGGC

	 
	
	MOS12 Rvs
	ATGAAAATGTATCCGTTAGATGCG

	MOS14
 
	AT5G62600
	MOS14 Fwd
	GTGTGGATCTGAAAGTGGAAATGG

	
	
	MOS14 Rvs
	CGGTTTAATGGCTCTCCTGG

	NP_200680
 
 
 
	AT5G58720
	NP_200680 F P1
	ATTTGCTATTCGCATGTTGC

	
	
	NP_200680 F P2
	GAACTTTTCTGGGGTGGAGA

	
	
	NP_200680 R P1
	TAGGATTCTGGCGAATGTTG

	
	
	NP_200680 R P2
	ACTTATGCCGTTTTGCATTG

	NRPD1A
 
 
 
 
 
 
	AT1G63020
	nprd1b p2 F
	TGCTGGCAAGAGAGGTTTTT

	
	
	nrpd1a p1 F
	GGTTAGTATTGGTCAGAGCGAGTT

	
	
	nrpd1a p1 R
	AACAGAAGTCGTTGGGAGGA

	
	
	nrpd1a p2 F
	GGATGGAGACACTGTGCTGA

	
	
	nrpd1a p2 R
	GGATTCTGCGCTCAGTTGTT

	
	
	nrpd1a p3 F
	ACCCATATAAAGCCACAAACA

	
	
	nrpd1a p3 R
	TACCGCAGAAGAGCCAGTCT

	NRPD1B
 
 
 
 
 
 
 
 
	AT2G40030
	nrpd1b p1 F
	TACGCAGCTGAATCATCGAA

	
	
	nrpd1b p1 R
	TGAACAAAAAGAACGTCACCA

	
	
	nrpd1b p2 R
	CGAATGGAATATGACTTCAGCA

	
	
	nrpd1b p3 F
	CACCTATGGTGTCTCGCTTG

	
	
	nrpd1b p3 R
	ATACACTGCTCCCCCATCAA

	
	
	nrpd1b p4 F
	TTACCCAGTTCTGCTGGAAA

	
	
	nrpd1b p4 R
	ACGTCAGAAGTCGGCTCATT

	
	
	nrpd1b p5 F
	GATGCTCAAGAATCTTCCAAGT

	
	
	nrpd1b p5 R
	CGCCATTCTCTCCACTCTTT

	NRPD2A
 
 
 
 
 
 
 
 
 
 
 
	AT3G23780
	nrpd2a p1 F
	TGCTTCGCTTAACCACTGAA

	
	
	nrpd2a p1 R
	TCCTGCTTTTTGACATCCAG

	
	
	nrpd2a p2 F
	TGTTTCTGTTTTGCTGTCCA

	
	
	nrpd2a p2 R
	ATCTCCAACCTTGCCGGTAT

	
	
	nrpd2a p3 F
	TTGTGGCTAATTTGGGTCGT

	
	
	nrpd2a p3 R
	CCAAACTGAACAAGCTCATCC

	
	
	nrpd2a p4 F
	TCTCGGGTACAACCAAGAGG

	
	
	nrpd2a p4 R
	GTCATCAGTGGCTCGGTTTT

	
	
	NRPD2A seq 2R
	CAGAAACAGTGATCGGCATC

	
	
	NRPD2A seq 2R
	CAGAAACAGTGATCGGCATC

	
	
	NRPD2A seq2 F
	AGTGGTGGGTATTCAAACGA

	
	
	NRPD2A seq2 F
	AGTGGTGGGTATTCAAACGA

	NUP136
 
 
 
 
 
	AT3G10650
	NUP136 F p1 
	TTACGCAGAAAGGTTCGTTG

	
	
	NUP136 F p2 
	TTGGTTTCAGATTCGTCTGTG

	
	
	NUP136 F p3 
	TGCTGCTGTATTTCCCAATATC

	
	
	NUP136 R p1 
	GGGCCCACAGATCCTATATC

	
	
	NUP136 R p2
	GGTCTGCTGAAGCCATACCT

	
	
	NUP136 R p3
	AACAAAAAGACCATAAGGCTGA

	PRL1
 
 
 
	AT4G15900
	prl1seq1F
	TGTTTAAGAAAAGGTAAAACCGTAA

	
	
	prl1seq1R
	TGCTCGATATGCCCAGTAAG

	
	
	prl1seq2F
	ATGGGATGTAGCAACTGGAG

	
	
	prl1seq2R
	CAAAGGTCCCCTCTCAAAAG

	PRL2
 
 
 
	AT3G16650
	PRL2 F P1
	TCTTCTCTTCCGTCTTTCTCG

	
	
	PRL2 F P2
	GATTGCTTCTGTGGCTCTTG

	
	
	PRL2 R P1
	TCCAGTCGCTACATCCCATA

	
	
	PRL2 R P2
	TTTTCTGGCTTCGAGTTTGA

	RDR2
 
 
 
 
 
	AT4G11130
	rdr2 p1 F
	ACATGTTTGTGTTCTCCTACTCC

	
	
	rdr2 p1 R
	CATGAACAAGCGCATTGAGT

	
	
	rdr2 p2 F
	GACCTTTGCTTCTGCAGCTC

	
	
	rdr2 p2 R
	CAGGGTGAAGACATGGGTTT

	
	
	rdr2 p3 F
	TCGCAAGATTGATGAGGAAA

	
	
	rdr2 p3 R
	ACGCCAGCACTCCATTTATC

	RDR6
 
 
 
 
 
 
 
 
 
	AT3G49500
	rdr6seq1.2F
	GATCGGAAATTGTCGTCATTC

	
	
	rdr6seq1.2R
	CATGAAAGTTACCCGCAAAA

	
	
	rdr6seq1F
	AGATCGCACTGAGATTAGAGATG

	
	
	rdr6seq1R
	GAGCTCAACTTCTGGGGGTA

	
	
	rdr6seq2.2F
	CGACCAGTTTTTGATGCGTA

	
	
	rdr6seq2.2R
	ACTGCTCATTCGCCAAGTTT

	
	
	rdr6seq2F
	TGAAGCTTGTTCAGGAATGG

	
	
	rdr6seq2R
	TCCATGGCTCCATACTCACT

	
	
	rdr6seq3F
	TGCTAGTAGCTTCTGCCAATG

	
	
	rdr6seq3R
	TGGGAGGAAGTGACACAAAA

	SDE5
 
 
 
	AT3G15390
	SDE5 F P1
	CACTTTGCCATTGATTTGCT

	
	
	SDE5 F P2
	CTTGGCATATGGCTCTTGTG

	
	
	SDE5 R P2
	CACATATCTTTCCGCACCTG

	
	
	SDE5 R P2
	AGCAATCAGGAGGAAGAGGT

	SGS3
 
 
 
	AT5G23570
	SGS3 F P1
	CGAAGGTTTTTGTGCTATGG

	
	
	SGS3 F P2
	AAAGTTCTTTGGCAGCTTGG

	
	
	SGS3 R P1
	ACGATCCGATTATCCTCTGC

	
	
	SGS3 R P2
	CACCAACACGTCGCTTTAGA

	THO1
 
 
 
	AT5G09860
	THO1 F P1
	ATATCCGGTTTTGGTGTCGT

	
	
	THO1 F P2
	AACACCTTTGATGCTCAACC

	
	
	THO1 R P1
	TAGCCTCTCCCTCTTCTTCG

	
	
	THO1 R P2
	AAGAAAGGGTCGACAAACTGA

	THO2
 
 
 
 
 
 
 
 
 
 
 
 
 
	AT1G24706
	THO2 F P1
	TTCGAAAAGGGAGGAGAGTG

	
	
	THO2 F P2
	TGCACTGTGCTCTGATTTACG

	
	
	THO2 F P3
	AGTTTTGTTCTGGCCTACCG

	
	
	THO2 F P4
	GCAGAATCCTTTGTTGTTGG

	
	
	THO2 F P5
	GGCAGGAAGTGAGACTTTACG

	
	
	THO2 F P6
	CATGTGGCTTCTGTCCGTAG

	
	
	THO2 F P7
	GACCTGGGTTGTGAGTGAGA

	
	
	THO2 R P1
	TTAATCGCACCTGAGAAGCA

	
	
	THO2 R P2
	CCACAAGAGCAGAGAAACCA

	
	
	THO2 R P3
	AGAAGCAACGCAACAGTTTG

	
	
	THO2 R P4
	TGCATATATAAAACGCACACCA

	
	
	THO2 R P5
	TACAAACATCGCGCAGTACA

	
	
	THO2 R P6
	GCACCTCGTTTAGAGGAAGC

	
	
	THO2 R P7
	TCGTTGAACAAACCAAAGGA

	THO3
 
 
 
	AT5G56130
	THO3 F P1
	GGAGACTGAGGAGCAGAAGG

	
	
	THO3 F P2
	TTGAGTCATATCGCGGAGAC

	
	
	THO3 R P2
	GTGTGGGCTGTGAGAGTGTC

	
	
	THO3 R P2
	CGATCTTACCATTGGCCTCT

	THO6
 
 
 
	AT2G19430
	THO6 F P1
	CCTTTGATACTTTCGGTTTGG

	
	
	THO6 F P2
	TCTGTTGATCCTCAGGTTGG

	
	
	THO6 R P1
	CTGAACCCGTCAATATCTGG

	
	
	THO6 R P2
	CAGACTAAACCGGTCCAATG



