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Additional file 1. Primer sequences involved in this study.
	Primer
	Sequence(5'-3')
	Application

	GUS-sgRNAF: 
	GATTGCTTGACCATGGTAGATCTG
	Construction of sgRNA (GUS):5'-GCTTGACCATGGTAGATCTG-3'

	GUS-sgRNAR:
	AAACCAGATCTACCATGGTCAAGC
	

	AtBRI1-sgRNAF:
	GATTGTGGGTCATAACGATATCTC
	Construction of sgRNA (AtBRI1):5'-GTGGGTCATAACGATATCTC-3'

	AtBRI1-sgRNAR:
	AAACGAGATATCGTTATGACCCAC
	

	AtPDS-sgRNA1F:
	GATTGAAATTGAGCTCAATGACGA
	Construction of sgRNA1 (AtPDS):5'-GAAATTGAGCTCAATGACGA-3'

	AtPDS-sgRNA1R:
	AAACTCGTCATTGAGCTCAATTTC
	

	AtPDS-sgRNA2F: 
	GATTGAGCAGAGGAATGGATATCA
	Construction of sgRNA2 (AtPDS):5'-GAGCAGAGGAATGGATATCA-3'

	AtPDS-sgRNA2R:
	AAACTGATATCCATTCCTCTGCTC
	

	AtPDS-sgRNA3F:
	GATTGAGTACTTAGCTTCCATGGA
	Construction of sgRNA3 (AtPDS):5'-GAGTACTTAGCTTCCATGGA-3'

	AtPDS-sgRNA3R:
	AAACTCCATGGAAGCTAAGTACTC
	

	AtPDS-sgRNA4F:
	GATTGCTCCAGATAGCTGCATGGA
	Construction of sgRNA4 (AtPDS):5'-GCTCCAGATAGCTGCATGGA-3'

	AtPDS-sgRNA4R:
	AAACTCCATGCAGCTATCTGGAGC
	

	AtGL2-sgRNAF:
	GATTGGCAATACGGGACTTCTCGA
	Construction of sgRNA (AtGL2):5'-GGCAATACGGGACTTCTCGA-3'

	AtGL2-sgRNAR:
	AAACTCGAGAAGTCCCGTATTGCC
	

	M-GUSF:
	AACCACGTCTTCAAAGCAAG
	Amplification of a 665 bp  DNA fragment flanking GUS target

	M-GUSR:
	TCCTGATTATTGACCCACAC
	

	M-AtBRI1:F
	GATGGGATGAAGAAAGAGTG
	Amplification of a 647 bp  DNA fragment flanking AtBRI1 target

	M-AtBRI1:R
	CTCATCTCTCTACCAACAAG
	

	M-AtPDS-1F:
	GGCGCTAAACTTTATAAACCC
	Amplification of a 684 bp  DNA fragment flanking AtPDS target

	M-AtPDS-1R:
	CTGGTAAAAGGAGCTTCAGG
	

	M-AtPDS-2F:
	CTTGTAAGGTAAGAACGCGG
	Amplification of a 741 bp  DNA fragment flanking AtPDS target

	M-AtPDS-2R: 
	GCAATTTCTCTACATAACCGG
	

	M-AtPDS-4F:
	ACTGCAAAGTACCTGGCTGA
	Amplification of a 761 bp  DNA fragment flanking AtPDS target

	M-AtPDS-4R:
	GATAAGCACCGACTTCCAAC
	

	M-AtGL2-F:
	AGTTAGGGTTCAGTTGCATG
	Amplification of a 793 bp  DNA fragment flanking AtGL2 target

	M-AtGL2-R:
	ACTCTGGGCAAGTTTATGTG
	

	AtFT-CDSF:
	ATGTCTATAAATATAAGAGACCCTC
	PCR amplification of AtFT (528 bp)

	AtFT-CDSR:
	CTAAAGTCTTCTTCCTCCGC
	

	FT-BRI1F:
	CTGAGTTTATATACAGCTAGAGTCGAAGTAGTGATTGATGTCTATAAATATAAGAGACCCTC
	Transfer PCR amplification of FT-BRI1-sgRNA

	FT-BRI1R:
	GCTATTTCTAGCTCTAAAACGAGATATCGTTATGACCCATTGGCCATAAGTAACCTTTAGAG
	

	Atactin2F:
	GCACCCTGTTCTTCTTACCG
	PCR amplification of Atactin2

	Atactin2R:
	AACCCTCGTAGATTGGCACA
	

	Cas9F:
	AGCAGCCGACAAGAAGTACA
	RT-PCR analysis of Cas9 mRNA accumulation

	Cas9R:
	CGTCTGGTGTATCTTCTTCT
	

	CLCrV-BF:
	ATGTACAGTTTAAAGAGTAGACG
	CLCrV-B virus detection

	CLCrV-BR:
	ATTATCCAATATAATCAAGGTCATAC
	

	GUSF:
	CGTGAAATCAAAAAACTCGACG
	qRT-PCR analysis of GUS mRNA accumulation

	GUSR:
	GCCCGCATAATTACGAATATC
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