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RAB GTPASE HOMOLOG B18
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WRKY DNA−binding protein 62
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cf defgh cd defg cfg defgh defg defgi hijk ijk k fk fk fk gk efgj fk defg ijk jk k k a a a b a ab a a c cf ce
EtOH JA SA
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ankyrin repeat family protein

AT4G14400.1



efg dg de efg dg dg cd df dg dg efg efg efg dg efg efg dg dg efg g fg df ab a ab ab ab ab ab ab b c c
EtOH JA SA
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WRKY DNA−binding protein 50

AT5G26170.1



f f ef f f f f f f ef ef ef f f f f f f f f ef ef a a a a a a a ab cd bc de
EtOH JA SA
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WRKY DNA−binding protein 38

AT5G22570.1



h h fgh fgh fgh gh fgh gh fgh eh eh fgh h gh fgh fgh fgh fgh fgh eg cef ce a a a a bcd deg a a ab bcd bc
EtOH JA SA
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UDP−Glycosyltransferase superfamily protein

AT3G11340.1



ikl ik in ce nqr ikm lmnqr qs ikno fgh def s rs nqr iknop mnqr jknq pqs oqs knqr knqr gi a ab ab ab ac ac ce bcd eg hik hij
EtOH JA SA
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WRKY DNA−binding protein 18

AT4G31800.1



bc c ac ab c c bc c c c c c c bc c c c c c c c c c c bc a c c bc c c c c
EtOH JA SA
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AGD2−like defense response protein 1

AT2G13810.1



af af ab ab ade af a af ef af df bdf cdf af af af af af af f df af af af abc a af ad ab af cdf af af
EtOH JA SA
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signal responsive 1

AT2G22300.3



cdfh dfh cdfg a dfh bf cdfg fh fh h fh cdfg dfh bd bc cdfh cdfg cdfh cdfg efh gh dfh bd bde ab a cdfh cdfg cdfh cdfh dfh fh gh
EtOH JA SA
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Cam−binding protein 60−like G

AT5G26920.3



cefi cefi bcdfgh a bcdf ab bcdfg bcdfg dfj dfi dfj efj fj efj acd fj ade fj ij j hij dfi efj ij dfi ac gij bcdf dfj dfj dfj dfj fj
EtOH JA SA
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ethylene responsive element binding factor 5

AT5G47230.1



ghjl ghjl fhjl a efhjl bc cfhi cfg defhj cfh fhjl jl fhjl l bce ijl cfh hjl jl kl jl cfh bcf efhjl defhjk ab efhjl bc ac bc ab bc bcd
EtOH JA SA
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ethylene responsive element binding factor 6

AT4G17490.1



j j efj ab efj cf efj efj j gij j j j hij c j defj j ij j j cfgh cfg cf cf a cd c bc c ce fj cfi
EtOH JA SA
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WRKY DNA−binding protein 33

AT2G38470.1



acd ab ac ae ac a a a acef hi i bceg ceg fg eg bceg deg aceg aceg aceg gh gh aceg aceg aceg aceg aceg aceg aceg aceg acef acef i
EtOH JA SA
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Chlorophyll A−B binding family protein

AT1G44575.2



acd acde ac acde a acef ab acef bcgh cghi ij bcghi gj fgj fgj dfghi eghi acgh fgj gj gj j acg acg acg acg acg acg cghi bcgh gj hj gj
EtOH JA SA

10 15 20 25 30 10 15 20 25 30 10 15 20 25 30
0

3

6

9

Temperature

lo
g2

rp
m

auxin response factor 8

AT5G37020.1



a ac a acd a ac a ab dfh efhi ghj efhi efhi ade bcef cef efhi dfh fj ij hj ij dfh efhi bcef cef dfh cefg dfh hj fj ij j
EtOH JA SA
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phenyl alanine ammonia−lyase 3

AT5G04230.1



abd abc abde ab ab abd a ab cdfg jl o hjl ijl kl hjl ghjl jl jl jl lm no no fjk dfhi efj dfhi bf fjk dfh fjk l mn no
EtOH JA SA
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phenylalanine ammonia−lyase 2

AT3G53260.1



a ab ab ac a ad a a bcdeghi ij mn cdeghi eghi egj eghi cdeghi hj eghi fgj gj kl n ae aef aegh cdeghi aeg gj deghi gj jk lm mn
EtOH JA SA
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PHE ammonia lyase 1

AT2G37040.1



ab acef a ac acd acefg ab ade dfh eh h dfh acefg acefg ade acefg bcefh bcefh dfh ceh fh gh ceh acef bcefh acefg ceh eh eh fh eh eh h
EtOH JA SA
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phenylalanine ammonia−lyase 4

AT3G10340.1



acde af a acd ac acd a ab afg cfg g afg bcfg afg afg afg afg afg afg g efg fg afg cfg afg afg afg fg afg afg fg g dfg
EtOH JA SA
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ADC synthase superfamily protein

AT1G74710.2



ac ac ab ac a ac ab ac ac ac ac ac ac ac ac ac ac ac c ac bc ac ac ab ab ac ac ac ac ac ac ac ac
EtOH JA SA
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RGA−like 2

AT3G03450.1



acdi acdh ad acdh ade ac a ab adeg acdi bcdi hi fghi ehi i bcdi bcdi acdi acdi bcdi ghi ehi di acdi acdh acdi ad adef ad ade acdi ghi cdi
EtOH JA SA
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Basic helix−loop−helix (bHLH) DNA−binding family protein

AT4G17880.1



ace acegh a ace ac acef a ab acg acg fgi gi hi degi bcegh cegi egi bcegh acegh bcegh egi i acg acef ace ace acd ac a ab a bcegh acegh
EtOH JA SA
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Auxin−responsive GH3 family protein

AT2G46370.4



acde ac a ac ac acd ab acd bcg cgij bch n mn kn jkn ikn kn hikn ghiklm efghk ghikl ln fghikl dghk bcg cgij bch fghikl acg acdf ac acde bcgi
EtOH JA SA
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Enoyl−CoA hydratase/isomerase family

AT4G29010.1



ab ad ad ad ad abde ad cdg ad dh ghj ghj ij ghj ghj hj ij ghj efghi ghj j fghj ac a ab ab ab ab a a ab abdf bcdf
EtOH JA SA
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regulatory protein (NPR1)

AT1G64280.1



ade ab ab abc ab ab ab a adf ade ik efij hik dfij fij dfij dfij dfij dfij ghij jk k adf cdfi adf adf ad adf adfg adfg adf bdfh cdfi
EtOH JA SA
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GRAS family transcription factor family protein

AT1G14920.1
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EtOH JA SA
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Protein of unknown function (DUF3464)

AT4G19100.1



ade ab a ad ac ac a a ade bcdf fhi jk jk jk hk ijk hk hk hk hk k jk fh efg efg dfg df df cdf df cdf ghj jk
EtOH JA SA
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GRAS family transcription factor family protein

AT2G01570.1



a a ab de bc bd cde cd cde eg gh kl km n n m n m lm k km j gh fg ij ij hi ij ij ij eg def g
EtOH JA SA
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DnaJ/Hsp40 cysteine−rich domain superfamily protein

AT1G75690.1



ace a ab ace ac acd ac ace acef acef ghi ehi ehi dehi bceh ehi ehi dehi fhi ehi hj j bceh acefg ceh acefg cehi bceh bceh ceh ace ceh ij
EtOH JA SA
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auxin response factor 6

AT1G30330.3



ac ac ac acd ac ac a ab ac ace eg fg eg deg bcef cg bcef cg bcef eg eg g eg bcef acef ace eg ace acd acd cg eg eg
EtOH JA SA
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Cytochrome P450 superfamily protein

AT3G50660.2



a a a a a a a a a a a a a a a a a a a a a a a a a a a a a a a a a
EtOH JA SA
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NAD(P)H dehydrogenase (quinone)s

AT4G35760.2



a a a a a a a a a a a a a a a a a a a a a a a a a a a a a a a a a
EtOH JA SA
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Integrase−type DNA−binding superfamily protein

AT1G51190.1



ab ab ab ab ab a a b ab ab ab ab ab ab ab ab ab ab ab ab ab b ab ab ab ab ab ab ab ab ab ab ab
EtOH JA SA
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Integrase−type DNA−binding superfamily protein

AT3G20840.1


