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PLAT/LH2 domain—containing lipoxygenase family protein
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Auxin—responsive GH3 family protein
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AT2G37040.1

PHE ammonia lyase 1
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phenylalanine ammonia-lyase 4
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AT1G74710.2
ADC synthase superfamily protein
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RGA-like 2
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AT4G17880.1
Basic helix-loop—helix (bHLH) DNA-binding family protein
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AT2G46370.4

Auxin—responsive GH3 family protein
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AT4G29010.1

Enoyl-CoA hydratase/isomerase family
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GRAS family transcription factor family protein
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AT4G19100.1
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Protein of unknown function (DUF3464)
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AT2G01570.1
GRAS family transcription factor family protein
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AT1G75690.1
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auxin response factor 6
JA SA
ehi ehi dehi  bceh  ehi ehi dehi fhi ehi hj bceh acefg ceh acefg cehi bceh bceh ceh ace ceh 1)
9-
S
25
N
(@]
S ;.
0-
Temperature




AT3G50660.2

Cytochrome P450 superfamily protein
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AT4G35760.2
NAD(P)H dehydrogenase (quinone)s
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Integrase—type DNA-binding superfamily protein
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AT3G20840.1
Integrase—type DNA-binding superfamily protein
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