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Pathway enrichment results (50 Hallmark gene sets)
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S| Figure 3: Pathway enrichment analysis using the 50 Hallmark gene sets form MSigDB
Fischer Exact Test was applied to test for enrichment of Hallmark gene sets within the
the 2nd-neighborhood of CLIP2 of the GNA reconstructed from gene set 4.

19 out of 50 gene set exhibited a significant enrichment with an adjusted p-value < 0.05
(red dashed line)





