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SUPPLEMENTARY FIGURE 1. Alignment quality results of the three aligners (M-M, G-M, and G-G) for best
alignments over all values of o and all neighborhood sizes with respect to each of the five topological, and two
biological alignment quality measures. Network pairs by panel: (a) Yeast-Yeast 5%, (b) Yeast-Yeast 10%,(c)
Yeast-Yeast 15%,(d) Yeast-Yeast 20%,(e) Yeast-Yeast 25%.
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SUPPLEMENTARY FIGURE 2. Alignment quality results of the three aligners (M-M, G-M, and G-G) where the
five topological and two biological alignment quality scores are taken from the alignment with the highest node
correctness score. Network pairs by panel: (a) Yeast-Yeast 5%, (b) Yeast-Yeast 10%,(c) Yeast-Yeast 15%,(d)
Yeast-Yeast 20%,(e) Yeast-Yeast 25%.
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SUPPLEMENTARY FIGURE 3. Detailed illustration of the effect of the a parameter on the five topological and two
biological alignment quality scores for the three aligners (M-M, G-M, G-G) for the yeast-yeast 5% alignments.
Each row represents a different neighborhood size (T1, T2, T3, T4)
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Quality of noisy yeast alignments, for 10% noise, with respect to raw scores as a
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SUPPLEMENTARY FIGURE 5. Quality of noisy yeast alignments, for 15% noise, with respect to raw scores as a
function of a.
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SUPPLEMENTARY FIGURE 6. Quality of noisy yeast alignments, for 20% noise, with respect to raw scores as a
function of a.
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SUPPLEMENTARY FIGURE 7. Quality of noisy yeast alignments, for 25% noise, with respect to raw scores as a
function of a.
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SUPPLEMENTARY FIGURE 8. Alignment quality results of the three aligners (M-M, G-M, and G-G) for best
alignments over all values of o and all neighborhood sizes with respect to each of the four topological, and two

biological alignment quality measures. Network pairs by panel: (a) Fly-Human, (b) Fly-Yeast,(c) Fly-Worm,(d)
Human-Yeast,(e) Human-Worm, (f) Worm-Yeast.
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SUPPLEMENTARY FIGURE 9. Alignment quality results of the three aligners (M-M, G-M, and G-G) where the
four topological and two biological alignment quality scores are taken from the alignment with the highest edge

correctness score. Network pairs by panel: (a) Fly-Human, (b) Fly-Yeast,(c) Fly-Worm,(d) Human-Yeast,(e)
Human-Worm, (f) Worm-Yeast.
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SUPPLEMENTARY FIGURE 10. Alignment quality results of the three aligners (M-M, G-M, and G-G) where the four
topological and two biological alignment quality scores are taken from the alignment with the highest symmetric

substructure score. Network pairs by panel: (a) Fly-Human, (b) Fly-Yeast,(c) Fly-Worm,(d) Human-Yeast,(e)
Human-Worm, (f) Worm-Yeast.
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SUPPLEMENTARY FIGURE 11. Detailed illustration of the effect of the o parameter on the five topological and two

biological alignment quality scores for the three aligners (M-M, G-M, G-G) for the fly-human alignments. Each
row represents a different neighborhood size (T1, T2, T3, T4)



——ICS
——888
——EC
LCCS
GO
——EXP GO

T1 00 o \(l)éslue !
(a)
80-
70-
60
50

Score(%)

T2 k o \(/).a5lue !
(d)
80
70-
60-

(S
o

Score(%)
w P
j

10H—‘W'—°

0 05 1
T3 o Value
(2)
80-
70-
60"
50

Score(%)
.
o

0 0.5 1

T4 o Value
()

G-M
8 ——|CS
70 ——888
——EC
60 LCCS
—-—GO
=50 ——EXP GO
2
2 40
3
2 30
|
2|
—
10T_./0——\'.—‘__,_‘/0~Q
00 0.5 1
o Value
(b)
80

Score(%)
N w B n [ ~
o (=] o o o o

E

0 05 1
o Value

(e)

0 05 1
o Value

(h)

N =N @
o o o

n
o

Score(%)
'S
o

w
(=)

0 0.5 1
o Value

(k)

G-G
80 ——ICS
70 ——888
——EC
60 LCCs
—-—GO
50 ——EXP GO

Score(%)
N (5] B
o o

-
(=N =]

0 0.5 1
o Value
(c)
80
70
60
50

Score(%)
[ w H
o o (=]

T

o

05
o Value

(f)

-

0 05 1
o Value
(i)
80
70
60
50

Score(%)
'S
o

"
30
2 o——b—
L
10 ——
00 0.5 1

o Value

()

SUPPLEMENTARY FIGURE 12. Quality of Fly-Yeast alignments, with respect to raw scores as a function of a.
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SUPPLEMENTARY FIGURE 13. Quality of Fly-Worm alignments, with respect to raw scores as a function of «.
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SUPPLEMENTARY FIGURE 14. Quality of Human-Yeast alignments, with respect to raw scores as a function of «.



——ICS
—o—g3
—-—EC
LCCS
—-—GO
——EXP GO

——ICS
—0—33
——EC
LCCS
—=—GO
——EXP GO

—ICs
—0—33
—~—EC
Lces
GO
——EXP GO

80 —~Ics 80
70 —-g® 70
——EC
60- Lccs 60
50- —~co 50
g ——EXP GO g
2 40 2 40
o (=]
O [
@3 2 304
20/‘“*—HM\_Q 20
10- 10
00 0.5 1 00 0.5 1
T1 o Value o Value
(a) (b)
80- ~Ics 80
70- g3 70
——EC
60 LCCS 60
—— GO
~50- ~ 50
é ——EXP GO §
40 Q40
o o
O O
@3 @ SOW
207 ZOM
10- 10
00 0.5 1 00 0.5 1
T2 o Value o Value
(d) (e)
80 80
70- 70
60- 60
~50- .50
S S
L 40- 40
o (=]
O [ 5]
@ 30 P 300
ZOW 2
10- 10
% 05 1 % 05 1
T3 o Value o Value
(g) (h)
80- ~Ics 80
70- g3 70
——EC
60- LCCS 60
—— GO 50
9 ——EXP GO 9
@ 40
o o
O j53
%) B 58
ZOW
10
00 0.5 1 00 0.5 1
T4 o Value o Value

()

(k)

G-G

(o]
o

~
o

[S ]
o o

ST

20 /_'w\’—N:

Score(%)
»
o

w
2

10
00 0.5 1
o Value
(c)
80
70
60

Score(%)
]
o

w

0 05 1
o Value

(f)

9
2 40,
<]
3
1]

0 05 1
o Value

(i)

—-=—ICS
—o—g3
—-—EC
LCCS
—-—GO
——EXP GO

——ICS
——-g3
——EC
LCCS
—=—GO
——EXP GO

~-ICS
—0—33
-—EC
Lces
GO
——EXP GO

Score(%)
'S

w

0 05 1
o Value

()

SUPPLEMENTARY FIGURE 15. Quality of Human-Worm alignments, with respect to raw scores as a function of «




80y ——ICS
70 g3
——FEC
60- Lces
—-— GO
5% ——EXP GO
T 40NA\/_.‘
o
O
@ 30¢
207
10-
O g8y,
% 05 1
T1 o Value
(a)
80y ——ICs
70- —-g®
——EC
60 LCCS
—— GO
504 ——EXP GO

Score(%)
oy
o

3

2

10-

T2 00 o \(/).a5lue !
(d)

80

70-

60-

50

Score(%)
w P
}o ‘

2
10-
o ———8—g——o—0
% 05 1
T3 o Value
(2)
80y ——ICs
70- —-g®
——EC
60- LCCS
—— GO
50 ——EXP GO

H
W

N

Score(%)
w b3
jo j -

-

OO

0.5
o Value

()

N

Score(%)

Score(%)

G-M

0 0.5 1
o Value

(b)

0 05 1
o Value

(e)

——ICS
—o—g3
—-—EC
LCCS
—-—GO
——EXP GO

——ICS
—0—33
——EC
LCCS
——GO

——EXP GO

—ICs
—0—33
—~—EC
Lces
GO
——EXP GO

20‘
10}
% 05 1
o Value
(h)
80
70
60
50
40/—#/\/\—\
30¢
20
10
00 0.5 1
o Value

(k)

(o]
o

[ ]
o o

(4
o

Score(%)
»
o

w
(=)

G-G

R Enaaensel

10

e ——0——t——0——0—0————"

00 0.5 1

o Value
(c)

80
70
60

a
o

Score(%)
8 &

20— = —o
-
10
O e—0
00 05 1
o Value

(f)

—-=—ICS
—o—g3
—-—EC
LCCS
—-—GO
——EXP GO

——ICS
——-g3
——EC
LCCS
—=—GO
——EXP GO

% 05 1
o Value
(i)
80
70
60
50

Score(%)
'S
o

~-ICS
—0—33
-—EC
Lces
GO
——EXP GO

aaaaanen®

309
20
10
00 0.5 1

o Value

()

SUPPLEMENTARY FIGURE 16. Quality of Worm-Yeast alignments, with respect to raw scores as a function of «.



°l~Ics 100 == |—-ICS
+S3 —9—83
——EC 80 ——EC
LCCS LCCS
o —e—NC ——NC
9 —-—GO S 9 60, —-—GO
S ——EXP GO 5 T ——EXP GO
: -
(%] 7] B4
20
M t21t3t4t112t3t4t1121t3t4 MR2t3tdt 2341121314
(a) (b) ()
s ——ICS 100 =2 ICS
+S3 —9—33
——EC 80 ——EC
LCCS LCCS
——NC ——NC
9 —-—GO S 9 60 —-—GO
S ——EXP GO 5 T ——EXP GO
g g s
(%] 7] B4
20
1112 t3 t4 t1 t2 t3 t4 t1 12 t3 t4 M t21t3t4t1121t3t4t1121t314 MR2t3tdt 23412134
M-M G-M G-G M-M G-M G-G M-M G-M G-G

(d) (e) (f)

2[—Ics 1001 == Iy
. +S3 —9—33
——EC 8 ——EC
LCCS LCCs
——NC ——NC
9 —-—GO 9 9 60, —-—GO
5 ——EXP GO bt T ——EXP GO
2 2 8
n (%] o 40-
20
11 12 t3 t4 t1 t2 t3 t4 t1 t2 t3 t4 M t21t3t4t112t3t4t1121t3t4 MR2t3tdtt2t3t4t11t2t3t4
M-M G-M G-G M-M G-M G-G M-M G-M G-G
(g) (h) (i)
(~-ics 100
|—e-g3
—-—EC 80
LCCS
——NC
& —-—GO 9 6
5 ——EXP GO 5
8 8
(%} o0 40

Yeovutetutnntu
G- G

(k)

SUPPLEMENTARY FIGURE 17. Detailed illustration of the effect of the neighborhood size on each of the five
topological and two biological alignment quality measures on each aligner (M-M, G-M, G-G) for the yeast-yeast
5% alignments. Values of a by panel: (a) o = 0.0, (b) @ = 0.1,(c) @ =0.2,(d) a = 0.3,(e) a = 0.4,(f) o = 0.5,(g)
a=0.6,(h) «=0.7,(i) « =0.8,(j) « =0.9,(k) a = 1.0.



100-

® —Ics ——ICS
+S3 —9—83
» ——EC 80 ——EC
Lces Lccs
——NC ——NC
9 ’——GO S 9 60 —-—GO
S ——EXP GO 5 T ——EXP GO
g =
%) 1] » 4
20
Qt—e—s —e ot . . T 0 ‘ ‘ ‘ : ‘
10213t tlt213ttt2t3H M2ttt ©23HH 03 M M2ttt 213 M
M- X N n X — n X —
(a) (b) (c)
—-—ICS 100 "[—-Ics
o +S3 i —9—33
, ——EC 80 _|—-—EC
Lces Lccs
——NC ——NC
9 —-—GO S 60 9 —-—GO
S ——EXP GO 5 T ——EXP GO
g g s
4] o 40 (%]
2
Yeoetuteoun ot HRBUHRBWYH 2B heoouneouupsow
M-M G-M G-G M-M G-M G-G M-M G-M G-G
(d) (e) (f)
" —-ICs ——ICS
+S3 - —9—33
——EC ° ——EC
Lces Lccs
——NC ——NC
;\? —— GO ;\? ;\;; —-— GO
5 ——EXP GO 5 5 ——EXP GO
5] S S
O O (53
w w w
Ql o QL b Q= : : : : :
110213t tt2t3t4t213H 0213t t21i3t4t 213 H MRt 0213 4t 213 M
M-M G-M G-G M-M G-M G-G M-M G-M G-G

() (h) (i)

——ICS —=—ICS
¢|-g3 ——g3
° ——EC —-—EC
° LCCS LCCS
——NC —-—NC
—— GO ——GO
——EXP GO ——EXP GO

Score(%)
Score(%)

Yeovutetutnntu
G- G

(k)

SUPPLEMENTARY FIGURE 18. Quality of noisy yeast alignments, for 10% noise, with respect to the highest raw
scores as a function of the aligner. Values of o by panel: (a) a = 0.0, (b) a =0.1,(c) a = 0.2,(d) a = 0.3,(e)
a=04,(f) a=0.5,(g) a=0.6,(h) «=0.7,(i) « =0.8,(j) « =0.9,(k) o = 1.0.



8 —ICs °[—-Ics
» ——EC ——EC
Lces _|-Lcecs
“l——NC ——NC
;\? o ——GO ;\? ;\;; —-— GO
S ——EXP GO 5 T ——EXP GO
5] - S S
O O O
w w w
et obun ot HeBUHRBWYH 2B houtooun 2Bu
(a) (b) (c)
*ics | 100 [~-iCs
+S3 o —9—33
: ——EC 80 ——EC
_ —LCcCS _|-Lccs
——NC ——NC
9 —-—GO S 60 9 —-—GO
5 ——EXP GO 5 5 ——EXP GO
: - B
4] o 40 (%]
20,
QF o e ,—,—, Q¢ e ‘ : :
0213t tlt2t3t4t 23 1H M2ttt 2134t 013 H MRt 0213 4t 213 H
M-M G-M G-G M-M G-M G-G M-M G-M G-G
(d) (e) (f)
——ICS 100 ——ICS
o +S3 S —9—33
: ——EC 80 ——EC
_|——Lccs Lccs
——NC ——NC
9 —-—GO 9 9 60 —-—GO
5 ——EXP GO 5 5 ——EXP GO
2 8 2
4] (%) 0 404
20
QLo T QLo (o : : : : :
110213t tt2t3t4t213H 0213t t213H4t 213 H M2ttt 0213 4t 213 M
M-M G-M G-G M-M G-M G-G M-M G-M G-G

() (h) (i)

——ICS
——g3
—-—EC
LCCS
—-—NC
—-—GO
——EXP GO

Score(%)
Score(%)

SUPPLEMENTARY FIGURE 19. Quality of noisy yeast alignments, for 15% noise, with respect to the highest raw
scores as a function of the aligner. Values of o by panel: (a) a = 0.0, (b) a =0.1,(c) a = 0.2,(d) a = 0.3,(e)
a=04,(f) a=0.5,(g) a=0.6,(h) «=0.7,(i) « =0.8,(j) « =0.9,(k) o = 1.0.



Y 100 100 . —ics
, —~—EC 80 80 —~EC
" —-Lccs 9|+ LCCS
, ——NC o |——NC
s GO s 60 s 60 —~GO
P °| ——EXP GO S 1 ——EXP GO
g S g
%) o 404 0 400
20° 20°
PRUU RB®URBHY PBHURBYU LB HY
(a) (b) (c)
2[~-ICs s [——Ics
s gl (e gd
—~EC —~EC
o —-LCCS @ |-+ LCCS
s ——NC o |—e—NC
;\? —— GO ;\? ;\;; —-— GO
P ——EXP GO S % ——EXP GO
2 — 5 2
O O O
w w w
PRUH RB®U LB Y bhooutnbouurew feountounpnow
M-M GM GG M-M GM G-G M-M GM G-G
(d) (e) ()
ics 100 100
B
—EC 80, 80
o - LCCS
o ——NC
9 —-—GO 9 60 9 60
< ——EXP GO T F:l
g S g
%] o 40 o 40
2 20
Yeoetuteoun ot HRBUHRBWYH 2B heoouneounpsow

M-M G-M G-G M-M G-M G-G M-M G-M G-G

() (h) (i)

——ICS
——g3
—-—EC
LCCS
—-—NC
—-—GO
——EXP GO

Score(%)
Score(%)

SUPPLEMENTARY FIGURE 20. Quality of noisy yeast alignments, for 20% noise, with respect to the highest raw
scores as a function of the aligner. Values of o by panel: (a) a = 0.0, (b) a =0.1,(c) a = 0.2,(d) a = 0.3,(e)
a=04,(f) a=0.5,(g) a=0.6,(h) «=0.7,(i) « =0.8,(j) « =0.9,(k) o = 1.0.



o ——ICS ——ICS
g g3
' —~—EC ——EC
Lces Lccs
o ——NC —-—NC
9 ’——GO S 9 —-—GO
g o ——EXP GO 't F ——EXP GO
(=] [=} o
B ] @
fttutoounnntu hboutnbouureew M RN RIEBHH RIS MY

(a) (b) ()

—~ICS —~ICS
+S3 —9—33
——EC ——EC
Lces Lces
——NC ——NC
9 —-—GO S 9 60 —-—GO
P ——EXP GO S % ——EXP GO
g g g
» 7] o 40-
HEeBUHRBWYH 2B M hboutbouureew % t2 © t4 11 t2 3 t4 11 t2 3 t4
M-M GM GG M-M GM G-G M-M GM G-G
(d) (e) ()
o ——ICS 100,
, og?
—EC 80
| ——-Lces
° ——NC
9 " =GO 9 s 60
< ——EXP GO T F:l
g g g
» %) » 4
20
Heoetutneoun ot heoutnbouureew Mot 2B®H 266
M-M GM GG M-M GM G-G M-M GM G-G

() (h) (i)

——ICS
——g3
—-—EC
LCCS
—-—NC
—-—GO
——EXP GO

Score(%)
Score(%)

SUPPLEMENTARY FIGURE 21. Quality of noisy yeast alignments, for 25% noise, with respect to the highest raw
scores as a function of the aligner. Values of o by panel: (a) a = 0.0, (b) a =0.1,(c) a = 0.2,(d) a = 0.3,(e)
a=04,(f) a=0.5,(g) a=0.6,(h) «=0.7,(i) « =0.8,(j) « =0.9,(k) o = 1.0.



80 erra— 80 80-

70 g3 70 70-
——EC

60 LCCS 60 60-
—— GO

50 ——EXP GO 50 50

Score(%)
-y
o

Score(%)
iy
o

Score(%)
iy
o

30 30 30
20 207 2
107~ e 10 107

(a)

=]
o

Yeoetuteoun ot

(b)

hooutbouueeu

heoounbouupnow

70 g3 70 70-
——EC

60 LCCS 60 60-
—— GO

50 ——EXP GO 50 50

Score(%)
-y
o

G-M

(d)

80 s | 80 80-
70 g3 70 70-
——EC
60 LCCS 60 60-
—— GO
~50 .50 .50
S ——EXP GO S £
g 40 40 g 40
o [e] o
|53 O O
? 30 @ 30‘ @ 30
209 2 2
10 107 10,
b o‘wwwww‘ Q &
2Bl Risd MRBKUHRiBuHRisu MRBHMt 2Bt ei3n
M-M G-M G-G M-M G-M G-G M-M G-M G-G
(2) (h) (i)
80
70
60
.50
&
S 40
(=]
O
P 30
20
10}
gl ‘ : : 9 o ‘ ‘
R R R R R 12103623 H 23
M-M G-M GG M-M GM G-G
3) (k)

G-G

Score(%)
-y
o

Score(%)
iy
o

30 30
20 2
10, 10;

M-M G-M

(e)

hooutbouureew

G-G

heoouneouupsow

M-M

()

G-M

(f)

G-G

SUPPLEMENTARY FIGURE 22. Detailed illustration of the effect of the neighborhood size on each of the four
topological and two biological alignment quality measures on each aligner (M-M, G-M, G-G) for the fly-human
alignments. Values of o by panel: (a) a = 0.0, (b) a = 0.1,(c) a = 0.2,(d) o = 0.3,(e) a = 0.4,(f) o = 0.5,(g)
a=0.6,(h) a=0.7,(i) « =0.8,(j) « =0.9,(k) o = 1.0.



80 e 80 80-
70 g3 70 70-
——EC
60 LCCS 60 60-
—— GO
~50 ~50 ~50
g ——EXP GO g 9
240 o 40‘w o 40-
o o o
3 3 3 0/\\_‘_./_’_—(’
P gpp—e—e—e—e e @ 30 @3
107_._.__'_.,4—0—\'/._.__‘ 10._*_.\/_0—0——‘\.._,_’_0 106__..*./0—0—0——‘\,__’/,_0
Qo QL o Qo
1112 t3 t4 t1 t2 t3 t4 t1 t2 t3 t4 121314 t1t21t314 t1t21t3 144 2134 tt2t3144t1t21t3 4
M-M ¥ ¥

(a) (b) ()

=]
o

——ICS 80y
70 ——g3 70-
——EC
60 LCCS 60"
—— GO
~50 —_ .50
s ——EXP GO s .
T 40, 3 T4
o o o
S W 5 5 0«—0‘\//"_‘___‘
? 30 @ ? 30
104—eo—er® o o 105 _g—o—o—e—""0 g 0000
gl QL Q. : : : : :
2Bl Risd Bt Risu MRBHMt 2Bt n
M-M G-M G-G M-M G-M G-G M-M G-M G-G

(d) (e) (f)

80 s | 80 80-
70 g3 70 70-
——EC
60 LCCS 60 60-
—— GO
.50 .50 .50
S ——EXP GO S £
S 404 S 40, g 40_*\_\”_/%
o [e] o
5 W 8 ]
? 30 ? 30 ? 30
105y o ey ——o 10‘W 105 _oomo—o—e—0—0 o,
b T Q. : : : : :
2Bl Risd MRBKUHRiBuHRisu MRBHMt 2Bt ei3n
M-M G-M G-G M-M G-M G-G M-M G-M G-G

() (h) (i)

o]
o

80
70 70
60 60
50

Score(%)
'S
{
Score(%)
'S
{

w
o

w

o

@
§{

-
o

oot TN o0 105 ooy oy o0

Qb . e TR TY

1213 t4t1t21t314 12134 12314 11213114 t1 213 t4
M-M G G-G M-M G- G-G

(
SUPPLEMENTARY FIGURE 23. Quality of Fly-Yeast alignments, with respect to the highest raw scores as a function

of the aligner. Values of a by panel: (a) a = 0.0, (b) @ =0.1,(c) a =0.2,(d) o =0.3,(e) o = 0.4,(f) o = 0.5,(g)
a=0.6,(h) a=0.7,(i) « =0.8,(j) « =0.9,(k) a = 1.0.

—

i) (k)



o

o
o]
o

——ICS

70 g3 70
——EC

60 LCCS 60
fele}

50 - 50

P‘/\\f’//’\/‘ T
A w

Yeoetuteoun ot hooutbouueeu
M

Score(%)
-y
o

w
o

Score(%)
iy
o

w
o

Score(%)

N
)

N

=)

(a) (b) ()

——ICS

=]

o
=]
o

——-g3

70 70
—-—EC
60 LCCS 60
—-—GO
50 P‘.\\\‘/'/\/'_._._\' .50 —
S ——EXP GO S /\W—O—o S
2 40 2 40 o
[=3 [=3 o
O O O
? 4 (] %]

N

109 10,

|

N

o
N
<

Yeoetuteoun ot hooutbouureew heoouneouupsow
M-M G-M G-G M-M G-M G-G M-M G-M G-G

(d) (e) (f)

80 ——ICS
70 g3
——EC
60 LCCS
—— GO
S 50\\\//\/-/‘ ——EXP GO s o
S S S
T 40 ® $
o [e] o
|53 O O
? 39 W Z Z
20
10

Yeoetuteoun ot hooutntouureeu hoounbtouupsow
M-M G-M G-G M-M G-M G-G M-M G-M G-G

() (h) (i)

80 80
70 70
60 60

5

Score(%)
'S
o
Score(%)
'S
o

|

= N
@ o
= N
(= =]

e e
heotuunetutpnow Yeovutetutnntu
M-M G- G-G M-M G- G-G

() (k)

SUPPLEMENTARY FIGURE 24. Quality of Fly-Worm alignments, with respect to the highest raw scores as a
function of the aligner. Values of o by panel: (a) o = 0.0, (b) a =0.1,(c) o = 0.2,(d) o = 0.3,(e) a = 0.4,(f)
a=0.5,(g) a=0.6,(h) «a=0.7,(i) « =0.8,(j) « =0.9,(k) a = 1.0.



o

o
o]
o

—=—ICS

70 g3 70
——EC

60 LCCS 60,

——GO

(%))

o
(%))
o

g /’“”‘\—«..__WG ——EXP GO g g
2 40 2 40 o
<] <] 5]
59 o o
m30,.‘—o—o\°_,o—o—./0—0-‘"‘—° m30/\w @
e .
I e 20‘
—o—
10 10
11 12 t3 t4 t1 t2 t3 t4 t1 12 t3 t4 M t21t3t4t112t3t4t1121t3t4 MR2t3tdt 2341121314
M- | "

(a) (b) ()

=]

o
=]
o

——ICS

70 g3 70
——EC
60 LCCS 60,
—— GO
50 ~ 50 -
= ._—.\.__,/M.——r\/,\’___o —~EXPGO 3 >
g 40 “8’ 40 g
8 ”‘—‘\\”’0/"_/\._0 8 8
@ 30W R @
20 ——e—s . e 20,
10 10
11121314 t1121314t1t21t31t4 2113t tt213HM 1121314 M R2t3t4t 2134 t1112131t4
M-M G-M G-G M-M G-M G-G M-M G-M G-G
(d) (e) (f)
80 ——|CS
70 g3
——EC
60 Lces
—— GO
<%0 ——EXP GO S s
I T S N & &
240 : :
8 W o o
@ 30W @ @
20%—’%
10
111213144 t1 121314 t11t21t31t4 213t tt21314 1121314 M R2t3t4t 2134 t112131t4

M-M G-M G-G M-M G-M G-G M-M G-M G-G

() (h) (i)

80 80
70 70
60 60

.50 .50

% 40 % 40

(=] Q

3 W 8

@ SOW @ 30M
B e S s e
10 10
HoBueB@ 2BH° 1TEBHUULEBUH 2B H

M-M G G-G M-M G-l G-G

-M M
j) (k)
SUPPLEMENTARY FIGURE 25. Quality of Human-Yeast alignments, with respect to the highest raw scores as a

function of the aligner. Values of o by panel: (a) o = 0.0, (b) a =0.1,(c) o = 0.2,(d) o = 0.3,(e) a = 0.4,(f)
a=0.5,(g) a=0.6,(h) «a=0.7,(i) « =0.8,(j) « =0.9,(k) a = 1.0.

§



o

o
o]
o

——ICS 80y
70 g3 70 70-
——EC
60 LCCS 60 60-
—— GO

(%))
o
(%))

——EXP GO

Score(%)
-y
%o
Score(%)
iy
o
Score(%)
P [,
%

w
(=]

s NSNS
S . 20 2OW
10 10 10-

Yooutecounnou heoouteounpou heoouteouneow

(a) (b) ()

——ICS

——g3

——EC
LCCS

—— GO
——EXP GO W

o N o
o o o
D ~N ™
o o o

(o))
o

Score(%)
-y
o
Score(%)
-y
o

(9]
(=)

Score(%)

|
|

10 10 10-
Qb gl o Qb
HRBWHRBWHURBH HRBWHRBWURIBH HeB®H RBWURIEB M
M-M G-M G-G M-M G-M G-G M-M G-M G-G

(d) (e) (f)

80 s | 80 80-
70 —-g? 70 70-
——EC
60 LCCS 60 60-
—— GO
.50 .50 .50
¥ \\//\_/\—' —EXP GO g g
g 40 40 g 40
o [e] o
|53 O O
@ mw @3 ‘ 2y
ZOW 20 20
10 10 10-
Ql o QL Q . : : : : ‘
MRt 2Bl 2o MRBKH BN R3 M MRBKMH2EKLH 2B
M-M GM GG M-M G-M GG M-M G-M GG

() (h) (i)

80 80
70 70
60 60

ASO\’W\ g%

% 40 % 40

(=] Q

O O

@3 @ 30&&:&@
20 ZOW
10 10
Qb Y b Ul bbb
heButeBul 2B@ TERBUHLBUY 2B M@

M-M G G-G M-M G- G-G

-M M
() (k)
SUPPLEMENTARY FIGURE 26. Quality of Human-Worm alignments, with respect to the highest raw scores as a
function of the aligner. Values of a by panel: (a) o = 0.0, (b) a =0.1,(c) o = 0.2,(d) o = 0.3,(e) a = 0.4,(f)
a=0.5,(g) a=0.6,(h) a=0.7,(i) « =0.8,(j) « =0.9,(k) a = 1.0.



80

——ICS
70 g3
——EC
60 LCCS
—— GO
&% ——EXP GO
S 40
o
|53
? 30
0 L L L L L L L L L L ]
2Bl Risu
(a)
80 ——ICS
70 ——g3
——EC
60 LCCS
—— GO
&30 ——EXP GO
© 40W
o
|53
? 30
20;
10
g0
0 L L L L L L L L L L ]
2Bl Risd
M-M G-M G-G
80 —ics
70 g3
——EC
60 LCCS
—— GO
&30 ——EXP GO
o 40/\/\_/\
o
|53
? 30
20
10

PO g0

Yeoetuteoun ot

M-M G-M G-G
()

80

70

60

50

Score(%)
s
o

Score(%)

a O 9N
o o o o

Score(%)
iy
{

10-

hooutbouueeu %

(b)

Score(%)
-y
o

Score(%)

hooutbouureew

M-M G-M

(e)

hooutntouureeu

M-M G-M

(h)

AT

30
20
10
0 L L L L L L L '
M2ttt 2 3 t4
M-M G- G-G

()

a O 9N
o o o o

Score(%)
iy
{

10-

G-G

a O 9N
o o o o

Score(%)
-y
?

10-

G-G

W e A

10
Pttt —e—t—

Yeovutetutnntu

(k)

PBHURBYU LB HY

heoouneouupsow

M-M G-M

(f)

G-G

hoounbtouupsow
M-M

G-M G-G

SUPPLEMENTARY FIGURE 27. Quality of Worm-Yeast alignments, with respect to the highest raw scores as a
function of the aligner. Values of a by panel: (a) o = 0.0, (b) a =0.1,(c) o = 0.2,(d) o = 0.3,(e) a = 0.4,(f)
a=0.5,(g) a=0.6,(h) «a=0.7,(i) « =0.8,(j) « =0.9,(k) a = 1.0.
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SUPPLEMENTARY FIGURE 28. Pairwise Spearman correlations between different alignment quality measures for:
(a) synthetic networks with known ground truth node mapping and (b) real networks with unknown node mapping.
Correlations were computed over alignments with the highest NC scores in panel (a) and over alignments with the
highest EC scores in panel (b) (because we do not known NC scores for alignments of real networks). Note that
color scales for the two panels are different.



