Supplementary Table 2. Summary statistics for SNPs to instrument hallux valgus.
	SNP
	Chr
	Position
	EA
	OA
	EAF
	Beta
	SE
	P value
	Sample size
	R2
	F

	rs1233809
	1
	198071459
	C
	G
	0.82 
	-0.1147 
	0.0233 
	8.7E-07
	155757
	1.56E-04
	24.23 

	rs4659996
	1
	240846124
	A
	G
	0.52 
	-0.0870 
	0.0181 
	1.6E-06
	155757
	1.48E-04
	23.10 

	rs10933464
	2
	159107659
	G
	A
	0.46 
	-0.0831 
	0.0180 
	3.7E-06
	155757
	1.37E-04
	21.31 

	rs2001296
	2
	9506890
	G
	A
	0.07 
	0.1754 
	0.0340 
	2.5E-07
	155757
	1.71E-04
	26.61 

	rs2192919
	2
	40394140
	T
	G
	0.43 
	-0.0905 
	0.0182 
	7.1E-07
	155757
	1.59E-04
	24.73 

	rs2303597
	2
	71780821
	C
	T
	0.71 
	0.1157 
	0.0198 
	4.9E-09
	155757
	2.19E-04
	34.15 

	rs6737944
	2
	42226621
	A
	G
	0.20 
	0.1162 
	0.0223 
	1.9E-07
	155757
	1.74E-04
	27.15 

	rs72811447
	2
	61426155
	G
	A
	0.11 
	-0.1568 
	0.0286 
	4.4E-08
	155757
	1.93E-04
	30.06 

	rs838719
	2
	234297156
	C
	T
	0.40 
	0.0864 
	0.0183 
	2.4E-06
	155757
	1.43E-04
	22.29 

	rs7644195
	3
	100556348
	G
	A
	0.29 
	0.0964 
	0.0199 
	1.2E-06
	155757
	1.51E-04
	23.47 

	rs11734777
	4
	17094513
	C
	A
	0.48 
	-0.0964 
	0.0180 
	8.8E-08
	155757
	1.84E-04
	28.68 

	rs1145630
	5
	157646589
	A
	C
	0.15 
	-0.1498 
	0.0253 
	3.2E-09
	155757
	2.25E-04
	35.06 

	rs171867
	5
	4325182
	T
	C
	0.73 
	0.1376 
	0.0203 
	1.2E-11
	155757
	2.95E-04
	45.95 

	rs112494788
	6
	85563668
	A
	T
	0.03 
	0.2688 
	0.0571 
	2.5E-06
	155757
	1.42E-04
	22.16 

	rs2201306
	6
	92750490
	A
	G
	0.29 
	0.0918 
	0.0198 
	3.5E-06
	155757
	1.38E-04
	21.50 

	rs2466405
	6
	39583661
	G
	A
	0.41 
	0.0994 
	0.0185 
	7.4E-08
	155757
	1.85E-04
	28.87 

	rs2736430
	6
	31801233
	T
	C
	0.30 
	-0.0936 
	0.0197 
	2.1E-06
	155757
	1.45E-04
	22.57 

	rs9448887
	6
	80829886
	C
	T
	0.47 
	0.0835 
	0.0180 
	3.7E-06
	155757
	1.38E-04
	21.52 

	rs62480746
	7
	147372412
	G
	A
	0.29 
	-0.1007 
	0.0201 
	5.1E-07
	155757
	1.61E-04
	25.10 

	rs2140480
	9
	110526109
	C
	T
	0.65 
	-0.1018 
	0.0187 
	4.9E-08
	155757
	1.90E-04
	29.64 

	rs3793626
	9
	136407901
	A
	G
	0.26 
	-0.1069 
	0.0209 
	3E-07
	155757
	1.68E-04
	26.16 

	rs11007337
	10
	29276524
	A
	G
	0.30 
	0.1053 
	0.0198 
	1.1E-07
	155757
	1.82E-04
	28.28 

	rs11236204
	11
	74381719
	A
	G
	0.20 
	-0.1160 
	0.0222 
	1.9E-07
	155757
	1.75E-04
	27.30 

	rs117967715
	11
	94849772
	A
	G
	0.02 
	0.2711 
	0.0589 
	4.2E-06
	155757
	1.36E-04
	21.18 

	rs4252590
	11
	111784816
	A
	G
	0.06 
	0.1966 
	0.0396 
	6.9E-07
	155757
	1.58E-04
	24.65 

	rs484201
	11
	63790931
	T
	C
	0.47 
	-0.0842 
	0.0180 
	2.8E-06
	155757
	1.40E-04
	21.88 

	rs72973328
	11
	97299242
	C
	T
	0.13 
	0.1506 
	0.0267 
	1.8E-08
	155757
	2.04E-04
	31.81 

	rs61980623
	14
	70376930
	T
	C
	0.03 
	-0.2455 
	0.0514 
	1.8E-06
	155757
	1.46E-04
	22.81 

	rs74868836
	15
	52938275
	C
	T
	0.03 
	0.2660 
	0.0572 
	3.3E-06
	155757
	1.39E-04
	21.63 

	rs74985550
	16
	11467810
	A
	G
	0.01 
	0.3622 
	0.0765 
	2.2E-06
	155757
	1.44E-04
	22.42 

	rs1317349
	17
	21283507
	G
	T
	0.67 
	0.0947 
	0.0192 
	7.8E-07
	155757
	1.56E-04
	24.33 

	rs148818459
	17
	9570657
	T
	C
	0.01 
	0.5582 
	0.1195 
	3E-06
	155757
	1.40E-04
	21.82 

	rs7209891
	17
	54291151
	C
	A
	0.31 
	0.0931 
	0.0193 
	1.4E-06
	155757
	1.49E-04
	23.27 

	rs7218385
	17
	69326970
	A
	T
	0.61 
	-0.0901 
	0.0183 
	8.6E-07
	155757
	1.56E-04
	24.24 

	rs11085530
	19
	10116703
	G
	A
	0.32 
	-0.0923 
	0.0193 
	1.8E-06
	155757
	1.47E-04
	22.87 

	rs111689747
	19
	41333152
	A
	G
	0.02 
	-0.3095 
	0.0613 
	4.5E-07
	155757
	1.64E-04
	25.49 

	rs4505598
	20
	23727917
	C
	T
	0.85 
	-0.1147 
	0.0250 
	4.6E-06
	155757
	1.35E-04
	21.05 

	rs8127788
	21
	35659107
	G
	T
	0.37 
	0.0849 
	0.0186 
	4.7E-06
	155757
	1.34E-04
	20.83 

	SNP: single nucleotide polymorphism; EA; effect allele; OA: other allele; SE: standard error; R2: proportion of phenotypic variance explained by SNPs.



