[bookmark: _GoBack]Fig. S1. RNA-seq analysis reveals neuronal signaling- and synaptic function-related transcriptomic alterations in the M-GMDZD group. A, Volcano plot of differentially expressed genes (DEGs), with representative genes related to neuroactive signaling and synaptic regulation highlighted. B, Gene Ontology (GO) enrichment analysis of DEGs. C, KEGG pathway classification of DEGs. D, KEGG pathway enrichment analysis of DEGs.

