Additional file 5: Fig. S2. REViGO tree analysis of GO terms obtained with DAVID. Panel a shows BP terms associated with the 62 ID genes; Panel b shows BP terms associated with the 28 ARID genes; Panel c shows BP terms associated with the 25ADID genes; Panel d shows BP terms associated with the 9 XLID genes. DAVID, Database for Annotation Visualization, and Integrated Discovery; GO, Gene Ontology; BP, Biological Process; REViGO, Reduce + Visualize Gene Ontology.
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