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Primer pairs and size of PCR products used for Sanger sequencing in this study

	Gene symbol

	Primer name
	Primer sequence (5’-3’)
	Product size (pz)

	CEP290
	CEP_intr26F
CEP_intr26R
	5’ATCTTGGCTCACTGCAAGCT3’
5’ACTGTGGTCAGAAAACTCAGCT3’

	531

	
	CEP_e31F
CEP_e31R
	5’TCTGTGATAACTTTCACTGGAAAAA3’
5’GAACTCCAGCCTGGGAAACA3’

	589

	
	CEP_e36F
CEP_e36R

	5’GAGGGGACATGCATACCAG3’
5’ACAGCGGTGAGCTACAGGAG3’
	437

	
	CEP_e37F
CEP_e37R
	5’ACGTGCAGACATTTTGCTAGC3’
5’TGTAACCAGCAGTCCTGAGG3’

	546

	
	CEP290e40F
CEP290e40R
	5’CTTCTTGAAGAGTCATGAATAATACCT3’
5’TTTGAAAGTCAGTTTTAACAAATACCA3’

	374

	
	CEP_e48F
CEP_e48R 

	5’CCAACGTTGGGAACTTCGTTC3’
5’GGAATGTGATGACAGCAGGC3’

	444

	GUCY2D
	GUCY2De2-i2F
GUCY2De2-i2R
	5’CCTCTACGCCCTGCTTCG3’
5’CAGGAGGTAGCGCTGCTC3’

	351

	
	GUCY2D_e4F
GUCY2D_e4R
	5’CAGTGGATACCCTGGGCTTG3’
5’GAAGGGCATCGAAGACGGAT3’

	551

	
	GUCY2D_e12F
GUCY2D_e12R
	5’CTCTCCCTCCACACACACAC3’
5’TGGAAGGCCAGAGGTCCTG3’

	414

	
	GUCY2D_e15 F
GUCY2D_e15 R
	5’GGTTCTGCACTAACCCCAGG3’
5’AAAGAGGGAGATGGGCTGGA3’

	322

	
	GUCY2D_e17 F
GUCY2D_e17 R
	5’GGGACAAGACGGGGAGGT3’
5’GGTGGGGGATCTCGAGTCT3’

	304

	RPE65
	RPE65e3F
RPE65e3R
	5’GCGAGGGCTGGAAATGAAAA3’
5’TGCCTCCTGAGTTCAGAGGT3’

	389

	
	RPE65_e4F
RPE65_e4R
	5’AAGCTCCACATGGGCTGTAC3’
5’AGCCATGAGAGAAAAAGGGCT3’

	238

	
	RPE_i7-e8F
RPE_i7-e8R
	5‘TGCTTTGCCTACCTTTGATACCA3’
5’ACACATCTTCTTCAGAATCACAAACT3’

	368

	
	RPE65_e14F
RPE65_e14R
	5’GGTCTCATGCCAGGTGGTAC3’
5’GCAAAATTGTGCGCATCTGC3’

	440

	NMNAT1
	NMNAT1_e2 F
NMNAT1_e2 R
	5’TCACTACACTCTAGCCAGGGT3’
5’TTGTGATCTGCCCGTCTCAG3’

	367

	
	NMNAT1_e5 F
NMNAT1_e5 R
	5’CCCTTTCCACTTGGAGGAGG3’
5’TGGGAAGTCTGAAATATCATGCTG3’

	502

	RPGRIP1
	RPGRIP1_e9F
RPGRIP1_e9R
	5’TAGAAAGCCTCTCACCCACG3’
5’CCCTTCCAAAAGACTGCCGA3’

	325

	
	RPGRIP1_e10F
RPGRIP1_e10R
	5’GGAACTAGGTCCAGGAGATGC3’
5’ACCAGAGGTAGAGGATGCCA3’

	301

	
	RPGRIP1_e16F
RPGRIP1_e16R
	5’CCACAGATCCTAGGCTTCACC3’
5’GGACAGGGAGACAACACTGG3’

	475

	CRX
	CRXe4_partF
CRXe4_partR
	5’CTCAGGCTCCCCAACCAC3’
5’ACTGGGCCAGGGAAGGTC3’

	299


For all the amplified fragments the following PCR conditions were applied: 95°C, 3 min (preliminary denaturation); 40 cycles of denaturation at 94°C for 30 s, annealing for 30 s with temperature starting from 63°C, decreasing to 55°C (touchdown PCR −0.2°C per cycle), elongation at 72°C for 45 s; and the final synthesis at 72°C, 10 min.
