[bookmark: _GoBack]Table S1 Primers used for PCR, EMSA and Site-directed mutagenesis
	Primer Name
	Sequence (5’-3’)

	PCR
	

	-4727/+514 F
	[bookmark: OLE_LINK38]GGGGTACCTGGGAAGGCGGGAGACCAGACAGAGTT

	-4336/+514 F
-3309/+514 F
-1179/+514 F
-138/+514 F
+514 R
-1179/-1 F
-1179/-1 R
EMSA                                           
	[bookmark: OLE_LINK37]GGGGTACCAGGGAGCAGAGTGGACCGAGAG
[bookmark: OLE_LINK34]GGGGTACCTATGTGCCCACACTCCCATGTATGT
GGGGTACCGTCAAGAGGTGGGAGTGGAGA
GGGGTACCGATGTCTCAGCCCAGGCCCTAGCCT
CCGCTCGAGACCAGAAGGGCGACGGGAAGA
GGGGTACCGTCAAGAGGTGGGAGTGGAGA
CCGCTCGAGCCGCACCTCCACACCCGCG


	GATA-biotin+115/+302 F
GATA-biotin+115/+302 R
	5’-Biotin-CGGGCTAGGGCCATCCGAC
5’-Biotin-CACCGCCTCCATCGCGCAG

	[bookmark: _Hlk18264979]GATA cons F
GATA cons R
Site-directed mutagenesis
	CACTTGATAACAGAAAGTGATAACTCTACG
CGTAGAGTTATCACTTTCTGTTATCAAGTG


	M-130 F
M-130 R
M-143 F
M-143 R
M-200 F
M-200 R
	GGCTAGGGCCATCGGACGGGCGCGCTC
GAGCGCGCCCGTCCGATGGCCCTAGCC
CGACGGGCGCGCTTCCTCCGGGCTGC
GCAGCCCGGAGGAAGCGCGCCCGTCG
GGTGAAGAGGAGTGTTGGCGGGTGGCGGGG
CCCCGCCACCCGCCAACACTCCTCTTCACC


F, forward primers; R, reverse primers. Underlines represent restriction sites placed in the primers, GGTACC: KpnⅠ, CTCGAG: XhoⅠ. GATA cons comprises a representative GATA consensus sequence. Boldface indicates nucleotide changes in the oligo sequences.


