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	Risk
	Variants function
	Genotypes

	

High-risk
















	
Minimal function 
+
Minimal function
	1609delCA/CFTRdele22,23. 2183AA>G/1677delTA. 712-1G>T/2869insG. 711+1G>T/1811+1,6kbA>G. A561E/A561E
CFTRdele22,23/711+1G>T. F508del/1898+1G>A. F508del/1811+1,6kbA>G. F508del/2183AA>G. F508del/2869insG. F508del/2603delT. F508del/621+1G>T.
F508del/711+1G>T. F508del/F508del. F508del/G542X. F508del/G85E. F508del/I507del. F508del/K710X. F508del/Other unidentified. F508del/L15P. F508del/L1254X. F508del/N1303K. 
F508del/R347P. F508del/W1282X. F508del/S549R. F508del/W202X. G542X/Other unidentified. G542X/G85E.
G542X/N1303K. G542X/G542X. G85V/R1066C. 
G85E/G451V+G253R. G85E/G85E. H609R/H609R. I507del/Other unidentified. K710X/G542X
K710X/1811+1,6kbA>G. K710X/K710X. N1303K/2869insG
K710X/R560G. 1716G>A/Other unidentified.
R1162X/K710X. R1162X/G542X. R347P/R1158X. R347P/K710X. S549R/G85E. 


	

Low risk
	
Minimal function 
+
    Residual function
	2789+5G>A/1811+1,6kbA>G. 1717-1G>A/2789+5G>A. 
A1006E/2869insG. A1006E/K710X. 
A534E/W1089X. D1152H/1811+1,6kbA>G. E585X/A1006E. 
F508del/2789+5G>A. F508del/3849+10kbC>T. F508del/5T-TG12. F508del/A1006E. F508del/D1152H. G542X/A1006E
F508del/D1270N+R74W. F508del/L206W. I507del/L206W.
G542X/3849+10kbC>T. L206W/1811+1,6kbA>G. 
L206W/3195del6. L206W/R347P. N1303K/L206W. 
N1303K/A1006E. Q890X/L206W. Q890X/R117H. 
R560G/2789+5G>A. E1308X/R334W. F508del/R334W
G542X/R334W. R334W/R347P. 



	
	Residual function 
+
 Residual function
	2789+5G>A/A1006E. A1006E/R334W. 
L206W/3849+1G>A. R334W/L206W. V562I/5T-TG12



