ST 6_ Association between PAH variants and degree of parental consanguinity 

	Degree of parental consanguinity
	Allelic variant
	Total
	p value

	
	Homozygous
	Compound heterozygous
	
	

	First cousin
	194 (84) 
	37 (16) 
	231
	<0.001

	Second cousin
	32 (69.6) 
	14 (30.4) 
	46
	

	Distant relative
	62 (63.3) 
	36 (36.7) 
	98
	

	No consanguinity
	Same village
	24 (31.2) 
	53 (68.8) 
	77
	

	
	Different village
	67 (14.7) 
	388 (85.3) 
	455
	


*Chi square test



