ST-7 Common PAH mutations (allelic frequency >5%) in the study population. 

	Description of mutation
	Allelic frequency
n (%)

	Protein variant
	cDNA aberration
	

	IVS-10-11G>A
	c.1066-11G>A
	450 /1976 (22.8)

	p.Arg261Gln
	c.782G>A
	181/1976 (9.2)

	p.Ala300Ser
	c.898G>T
	123/1976 (6.2)

	p.Leu48Ser
	c.143T>C
	111/1976 (5.6)

	p.Pro281Leu
	c.842C>T
	104/1976 (5.3)



