All sequence variants in this manuscript have been verified using Mutalyzer.
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Normalizer

Normalize a variant description.

HGVS Description
NC_000015. 10 (NM_000070. 2) :c. 1193+30G>A

Examples: Nc_012337. 3(NM_003002. 4) :c. 2746>T ~ NC_000011. 10:g. 112088970del ~ GRCh38(chrll) :g. 112088970del ...

NORMALIZE

NC_000015. 10 (\M_000070. 2) :c. 1193+30G>A

GENOMIC DESCRIPTION

NC_000015. 10:g. 42396907G>A

CODING TRANSCRIPT DESCRIPTION
TRANSCRIPT DETAILS
Gene: CAPN3

NC_000015. 10 (N\M_000070. 2) : c. 1193+30G>A

PREDICTED RNA DESCRIPTION

NC_000015. 10 (\M_000070. 2) :r. (=)

PREDICTED PROTEIN DESCRIPTION PROTEIN SEQUENCES

NC_000015. 10 (NP_000061. 1) :p. (=)
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Normalizer

Normalize a variant description.

HGVS Description

NC_000015. 10 (NM_000070. 2) :c. 1354+5 G>A

Examples: NG_012337. 3(NM_003002. 4) :c. 2746>T ~ NC_000011. 10:g. 112088970del

NORMALIZE

NC_000015. 10 (\M_000070. 2) : c. 1354+5G>A

GENOMIC DESCRIPTION

NC_000015. 10: g. 42399657G>A

CODING TRANSCRIPT DESCRIPTION
Gene: CAPN3

NC_000015. 10 (N\M_000070. 2) : c. 1354+5G>A

GRCh38 (chrl1) :g. 112088970del ...

TRANSCRIPT DETAILS





