Supplemental Text 1: 7k and 11k Somascan Assay Bridging Details
To account for systematic differences between 7k and 11k assay outputs (Candia et al. 2024), Somalogic recommended bridging the results using scalar values specific to each probe, referred to as lift coefficients. Somalogic provides a measure of the reliability of probes between 11k and 7k assays in the form of a Lin’s concordance correlation coefficient for each aptamer. Probes with Lin’s concordance correlation coefficient below 0.7 were considered unreliable and excluded from analysis (607 probes). The performance of the remaining lift coefficients provided by Somalogic was assessed against batch-specific lift coefficients obtained by calculating the median 11k to 7k signal ratios from 18 participant samples that were run on both assays to serve as batch controls. Specifically, comparisons were performed by taking the 7k data from a subset of the 18 batch controls (two subsets selected at random, ten iterations performed, subset size n = six to twelve samples per iteration) and bridging it to the 11k assay using both the Somalogic lift coefficient and the median 11k to 7k ratios of the remaining subset of batch controls. 11k to 7k ratios were then calculated and compared between bridging methods. Results from a typical iteration can be found in Fig. S1A, exhibiting 11k to 7k ratios of 0.935±0.199 (median ± standard deviation) for unbridged 7k data, 0.982±0.089 for bridging using Somalogic’s lift coefficients, and 0.999±0.056 for bridging using the 11k to 7k ratio of a separate subset of batch controls. As batch controls provided better bridging then the lift coefficients provided by the manufacturer (Candia et al. 2024), all 7k data were bridged to the 11k data using the median 11k to 7k signal ratio of the 18 batch controls for each aptamer probe. Specifically, data from five control participants and 18 OPMD samples assessed on the 7k platform were bridged to be compatible with data from the eleven control participants and 17 OPMD samples (note that four participants had longitudinal samples taken two years apart included as an additional validity check) assessed on the 11k platform. As an additional quality check, the results from the 7k assay were correlated with the results from the 11k assay on a protein-by-protein basis for the 18 batch controls, and the Pearson’s r was used as an indicator of the test-retest reliability of the SOMAmers in our proteomics analysis (Fig. S1B-C).
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