Additional file 2:
Table S2. Primers for Sanger’s sequencing of predicted off-target mutations from CRISPR/Cas9. 
	Site 1
	5’ GCTACAGAGAAATCCCATGATAGA 3’

	Site 2
	5’ GGTCTTATCTGCACACCTATACA 3’

	Site 3
	5’ AGATAGGGTGACTCAGCTCTGTAC 3’

	Site 4
	5’ GTCTCTACACAGCACAGTCTCTC 3’
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