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	Haplotype
	Frequency (Case/Control)
	OR (95% CI)
	Regression -log10 p

	H1b
	0.21 (0.21/0.21)
	0.99 (0.91-1.1)
	0.19

	H1c
	0.14 (0.14/0.15)
	1.06 (0.95-1.12)
	0.49

	H1d
	0.09 (0.09/0.09)
	0.96 (0.84-1.10)
	0.44

	H1e
	0.13 (0.12/0.14)
	0.90 (0.8-1.01)
	1.67

	H1g
	0.02 (0.02/0.01)
	1.03 (0.76-1.39)
	0.05

	H1h
	0.04 (0.04/0.04)
	1.04 (0.86-1.25)
	0.12

	H1i
	0.04 (0.04/0.04)
	1.04 (0.86-1.28)
	0.17

	H1j
	0.04 (0.04/0.05)
	0.85 (0.70-1.03)
	1.48

	H1l
	0.03 (0.04/0.03)
	1.17 (0.95-1.43)
	0.91

	H1m
	0.03 (0.02/0.03)
	0.82 (0.64-1.05)
	1.46

	H1o
	0.02 (0.02/0.02)
	0.98 (0.74-1.29)
	0.12

	H1p
	0.01 (0.01/0.01)
	1.45 (1.01-2.08)
	2.00

	H1r
	0.02 (0.03/0.02)
	1.31 (1.03-1.69)
	1.86

	H1s
	0.02 (0.01/0.02)
	0.84 (0.62-1.14)
	1.03

	H1u
	0.05 (0.05/0.06)
	0.94 (0.79-1.11)
	0.49

	H1x
	0.01 (0.02/0.01)
	1.21 (0.88-1.65)
	0.75

	H1y
	0.01 (0.02/0.01)
	1.16 (0.85-1.58)
	0.66

	N/A
	0.01 (0.01/0.01)
	1.10 (0.80-1.52)
	0.27

	
	
	
	

	OR = Odds ratio; CI = Confidence interval
	
	



