AG RMDN1
5 NRP2
Sy N
a
=4
22
0

NFASC— /
CNTN2—JAM3

PARP1I—.  GCETN3

/
FAM171B/’:EDI2/- TeGeA

Top upregulated
pathways

Top downregulated
pathways

Histone acetylation

Sin3 complex

Double stranded DNA

1 0 1 breaks
Standardized
8
6-
TNC
Frequency of 4] | TBCB
proteins —» RHOB
RDX
2] | NFASC ||XPNPEP1
- — NEO1 CPM
Primary biological | | |marcksL1|| CNDP1 || PARP1 || MRAS || ENPP6 || UBL4A || DNM2
function 0 JAM3 | [ ADAM23 | |MORF4L1|| GDI2 ARSA | |GNPNAT1|| CNTN2 | NUDT5 || QDPR ||FAM177A1|
T |
Structural stabilization () o [¢) [©) [¢) [0) ] o) o o
Metalloprotease [©) (] [©) [0) [6) [0) ] @) o @)
Lipid metabolism @) ] [6) @) D @) o [ ¢ @)
Synapse @) @) @) [®) @) [©) ® [®) @) @)
Immune @) [® @) ° @) 0 [® @) [® @)
PQC @) O @) 0 @) D O 0 [ @)
DNA repair [ o] D [ 0 [ ¢ @ ) 0
Uncharacterized [©) ] [6) [0) [¢) [0) [¢] @) o D
Epigenetic @) ¢} @) [®) @) [®) ¢} [ ¢} @)
Metabolism [¢) @) [¢) [¢) [¢) [¢) @) [¢) D [¢)




