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Supplemental Figure 2

PBS EGFP GFAPWT  GFAPR239H




Supplemental Figure 3
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Supplemental Figure 4

Human GFAP

Mouse Gfap
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Supplemental Figure 5
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A Supplemental Figure 6

TBS fraction Triton-X fraction SDS fraction FA fraction
30 ns 8+ n.s. 2.5+ 2.5+
PR LU L o n.s. n.s
C [ ] c [
@ @ ‘D 2.0 2.0 .
o o o =
o [o% o 1.5 E
(@) (@) o )
£ £ £ <
2 2 <3( 1.0 o
= = = =
(= o o 0.5
3 3 3
0.0-

PBS EGFP__ GFAPWT  GFAPRZ
Total Tau
g | s MEEERSSSEREE oo _ns
T | gy ———— - - - - - - <G-actin -
[ti n.s.
= --------.-.. «Total Tau -.52- 2 ’ . .
S 50- % Yk n.s. .0 o
= . __Cﬁ._ . ee h)
= 37_----------" <«pB-actin E i . o ot
i < I 5 il olo
| ———— - Lad ‘ Total Tau e )
g | oo .
wv 1 1 1
37_v--..------.’ <B-actin TBS Triton-X sDs FA
- ¢ . 2 e <
Total Tau 1 PBS
SHBNHESERE :
I | s0- M T ! [ EGFP ¢ Male
37 [(——— “ #5050 s ee e Beactin B GFAPWT o Female
) B GFAPR2®H
Hippocampus Isocortex . .
1.0- . 0.20- s Hippocampus Amygdala Ent/Pir Isocortex
£ 0.4 ° * S 015 ‘e |
s s 8
B 0.6+ S o
& &£ 0.10-
S 0.4 3
i i 0.05
O 0.2 o
= = &
0.0- 0.00- Q
o K & &
R° X i
Q Q/Oév‘? éaﬁ' <
Al
(¢
Entorhinal/Piriform Amygdala g
0.8+ n.s. 4- ns %
g . ;.:': o G g
E 0.6 °e E
g i
£ 0.4- £ S
@ © 9
e o -
T H &
6 0.2+ 6 o A
S g ©
0.0-




TBS

Triton-X

SDS

FA

SDS

Supplemental Figure 7

PBS

GFAPWT

GFAPRZH

50-

7 R W W e <o
o M <ol T

. W e o o BN (peactin

75-

37~-.~“~~.‘~“” <« B-actin 0-

75. PBS

GFAPWT

GFAPRBH

. . - . 3
e e ow '*"9 WA W S W W e W e

50-_'41.-“ & & -*}4‘:’*;;;-‘ :TotalTau
37- *‘V¥¢¥00W00090.-‘,'_ «B-actin

TBS fraction

n.s.

154

ng pT181 pTAU/ug total TAU

TBS fraction

15 n.s.

Mg TAU/mg protein

ng pT181 pTAU/ug total TAU

Mg TAU/mg protein

Triton-X fraction
10— n.s.

Triton-X fraction
64 __ NS

total Tau/B-actin (a.u.)

el S R P

.SSSSSSSERNEE -

;. - PP P <t

 BEERENESSERN -

w B~ 1]
1 1 ]

AT8/total Tau (a.u.)
- N

qAT100

AT8/total Tau

n.s.

1 PBS

1 EGFP
BN GFAPWT
Bl GFAPR239H

SDS fraction

n.s.

P
(=]
1

w
(=]
1

[ ]

-
o
1

ng pT181 pTAU/ug total TAU
[\*]
o
1

(=]
|

pg TAU/mg protein

ug TAU/mI

AT100/total Tau (a.u.)

ng pT181 pTAU/ug total TAU

Total Tau

n.s.

n.s. °
n.s.

* n.s.
- o e
L] * o0 - : R .
-
® .
o ° =] =

TBS Triton-X SDS FA

AT100/total Tau

n.s.

® Male
O Female

80

60

FA fraction
n.s.

FA fraction

n.s.




Supplemental Figure 8
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Supplemental Figure 9
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Supplemental Figure 10
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Supplemental Figure 11
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Supplemental Figure 12
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