Supplementary Table 1:  Results obtained from the comparison of TAPER™ to two other whole exome sequencing data analysis tools

	
	
	TAPER™
	PhenIX
	Exomiser

	Parkinson’s disease dataset 1 –FBOX7 (L34R)

	Human Phenotype Ontology terms
	None
	Bradykinesia, resting tremor, postural instability, rigidity
	Bradykinesia, resting tremor, postural instability, rigidity

	
	Frequency cutoff
	0.01
	0.01
	0.01

	
	Mode of inheritance
	None
	Unknown 
	Unknown

	
	Average number of variants in final list* 
	34
	626
	813

	Intellectual disability and microcephaly dataset 1 –SLC1A4 (E256K)
	Human Phenotype Ontology terms
	None
	Bradykinesia, resting tremor, postural instability, rigidity
	Bradykinesia, resting tremor, postural instability, rigidity

	
	Frequency cutoff
	0.01
	0.01
	0.01

	
	Mode of inheritance
	None
	Unknown
	Unknown

	
	Average number of variants in final list*
	57
	651
	802

	Ataxia and myoclonic epilepsy dataset 1 – KCNA2 (R297Q)
	Human Phenotype Ontology terms
	None
	Bradykinesia, resting tremor, postural instability, rigidity
	Bradykinesia, resting tremor, postural instability, rigidity

	
	Frequency cutoff
	0.01
	0.01
	0.01

	
	Mode of inheritance
	None
	Unknown
	Unknown

	
	Average number of variants in final list*
	23
	633
	829

	[bookmark: _GoBack]Parkinson’s disease dataset 2  - PARK2 (R275W and M432V)
	Human Phenotype Ontology terms
	None
	Bradykinesia, resting tremor, postural instability, rigidity
	Bradykinesia, resting tremor, postural instability, rigidity

	
	Frequency cutoff
	0.01
	0.01
	0.01

	
	Mode of inheritance
	None
	Unknown
	Unknown

	
	Average number of variants in final list* 
	2
	621
	820



*This is the average number of variants obtained across varying numbers of samples (see Table 1).
