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Figure S1. Representative HPLC chromatograms of both standard substances and analytes. All
analytes are ldentified, along with their retention times, as shown in panels A and B. Panel A
represents the standard mixture, while Panel B illustrates the analyte samples.



Table S1. Bacterial strains and plasmids used in this study.

Name

Description

Reference

E. coli strains

DH5a

Nissle 1917 (EcN)

F-, ®80lacZ-AM15-f(lacZYA-argF)U169 deoR recA1 endA1 hsdR17(rk,-
mk+) phoA supE44 thi-1 gyrA96 relA1
Wild-type strain (serotype O6:K5:H1)

Enzynomics

GmbH

Plasmids
pTrc99A

PTSN-IAA1

PTSN-IAA2
PTSN-IAA3
pSEVA131-J23114-
TPG
pSEVA131-J23114-

T(D57A)PG
pPhsA-1AA4

pPhsA-IAA5

pPhsA-1AA6

pPhsA-IAA7

pSEVA131-J23113-
NPG
pSEVA131-J23113-
N(H399A)PG
pYeaR-1AA1

pYeaR-1AA2

placA-sfGFP

P« promoter, lacl9, pBR322 ori, Amp~®

pTrc99A derivatives containing aspC of E. coli, codon-optimized ipdC of
Enterobacter cloacae, and codon-optimized iad1 of Ustilago maydis,
pBR322 ori, AmpF

pTrc99A derivatives containing iad1-aspC-ipdC gene cluster, pBR322 ori,
AmpR

plrc99A derivatives containing RibolJ-iad1-aspC-ipdC gene cluster,
pBR322 ori, AmpF

Derivative of pSEVA131 harboring thsS(L547T)R genes, constitutive
promoter (J23114), output promoter Pprsa, and sfgfp gene, pBBR1 ori, AmpR
Derivative of pSEVA131 harboring thsS(L547T)R(D57A) genes, constitutive
promoter (J23114), output promoter Pprsa, and sfgfp gene, pBBR1 ori, AmpR
Derivative of pSEVA131 harboring thsS(L547T)R genes, constitutive
promoter (J23114), output promoter Ppnsa, and iad1-aspC-ipdC gene
cluster, pBBR1 ori, Amp®

Derivative of pSEVA131 harboring thsS(L547T)R(D57A) genes, constitutive
promoter (J23114), output promoter Ppnsa, and iad1-aspC-ipdC gene
cluster, pBBR1 ori, Amp®

Derivative of pSEVA131 harboring thsS(L547T)R genes, constitutive
promoter (J23114), output promoter Ppnsa, and Ribol-iad1-aspC-ipdC gene
cluster, pBBR1 ori, Amp®

Derivative of pSEVA131 harboring thsS(L547T)R(D57A) genes, constitutive
promoter (J23114), output promoter Ppnsa, and Ribol-iad1-aspC-ipdC gene
cluster, pBBR1 ori, Amp®

Derivative of pSEVA131 harboring narXL genes, constitutive promoter
(J23113), output promoter Pyear, and sfgfp gene, pBBR1 ori, AmpF
Derivative of pSEVA131 harboring narX(H399A)L genes, constitutive
promoter (J23113), output promoter Pyear, and sfgfp gene, pBBR1 ori, AmpR
Derivative of pSEVA131 harboring narXL genes, constitutive promoter
(J23113), output promoter Pyear, and Ribol-iad1-aspC-ipdC gene cluster,
pBBR1 ori, Amp~®

Derivative of pSEVA131 harboring narX(H399A)L genes, constitutive
promoter (J23113), output promoter Pyear, and RiboJ-iad1-aspC-ipdC gene
cluster, pBBR1 ori, Amp®

Derivative of pSEVA131 harboring codon-optimized iacR of Pseudomonas
putida, constitutive promoter (J23114), output promoter Piaca, and sfgfp
gene, pBBR1 ori, Amp®
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Table S2. DNA oligonucleotides used in this study.

RiboJ(lacO)-VR

acagctaattgttatccgctcacaattccacaca

Name Sequence (5'to 3') Purpose
aspC-IF ttcacacaggaggttaaaccatgtttgagaacattaccge
aspC-IR tttctectctttgeggecgettacagecactgecacaateg
aspC-VF gcggccgcaaagaggagaaatactagatgegtaccecegta For the construction of the
iad1-IR cttgcatgcctgcaggtcgatcacgcetttcgggatccaca pTSN-IAA1 plasmid
iad1-VF tgtggatcccgaaagegtgatcgacctgcaggeatgcaag
aspC-VR gcggtaatgttctcaaacatggtttaacctectgtgtgaa
iad1-IF ttcacacaggaggttaaaccatgaccgttggtgttgegtc
iad1-IR ctagtatttctcctctttgcggecgetcacgetttcgggatccaca
aspC(B0034)-IF gcggccgcaaagaggagaaatactagatgtttgagaacattaceg For the construction of the
ipdC-IR cttgcatgcctgcaggtcgatcacgegttgttacgegcett pTSN-IAA2 plasmid
rrnBT-VF tcgacctgcaggcatgcaagcettggetgtittggeggatg
lacO-VR ggtttaacctcctgtgtgaaattgttatccgetcacaatt
RibolJ-IF agcggataacaattagctgtcaccggatgtgett
RiboJ-IR aacctcctgtgtgattaaacaaaattattigtag
RibolJ(iad1)-VF gtttaatcacacaggaggttaaaccatgaccgtt For the construction of the
ipdC-IR cttgcatgcctgcaggtcgatcacgegttgttacgegcett pTSN-IAA3 plasmid
rrnBT-VF tcgacctgcaggcatgcaagcettggetgtittggeggatg

iad1(B0034)-IF
ipdC-IR1
ipdC-VF
ThsS(B0034)-VR

aaagaggagaaatactagatgaccgtiggtgttg
aggatctcacgcgttgttacgegcettccageget
gtaacaacgcgtgagatcctacaaggaggtacca
atctagtatttctcctctttgttaaatctcccaatgacag

For the construction the of
pPhsA-IAA1 and pPhsA-
IAA2 plasmids

RiboJ(PphsA)-IF
ipdC-IR1
ipdC-VF
RiboJ(PphsA)-VR

tttaacagctgtcaccggatgtgctttceggtet
aggatctcacgcgttgttacgegcettccageget
gtaacaacgcgtgagatcctacaaggaggtacca
atccggtgacagctgttaaatctcccaatgacag

For the construction the of
pPhsA-IAA3 and pPhsA-
IAA4 plasmids

RiboJ(PyeaR)-IF
ipdC-IR1
ipdC-VF
RiboJ(PyeaR)-VR

aaaaggagctgtcaccggatgtgetttceggtct
aggatctcacgcgttgttacgegcettccageget
gtaacaacgcgtgagatcctacaaggaggtacca
atccggtgacagctccttttccctectteggtga

For the construction the of
pYeaR-IAA1 and pYeaR-
IAA2 plasmids

iacR-IF
PiacA(B0034)-IR
PiacA(B0034)-VF
iacR-VR

acacaggaaagcttttacagggtttccaggttgt
tatttctcctctttggacattctcegtctcagge
atgtccaaagaggagaaatactagatgagcaaag
ctgtaaaagctttcctgtgtgaaattgttatccg

For the construction of the
placA-sfGFP plasmid




Table S3. DNA sequences of iad1, aspC, ipdC, and iacR used in the study.

>iad1
atgaccgttggtgttgegtctaaactgetggacgegecgttctctcacgttatcaacggtaaatctgttgacacccagggtitcaaaaccctggacg
ttatcgacccggegaccgaaaaagegatcgegeaggticcgatcgegaccaaagaaaccgttgaccaggeggttgacgeggegeacgeggeg
ttccegtettggtctaaaaccacctgggacgaacgtgegaaactgetggaacagtacggtgaagaatacaaagegatgetgecggaactggtta
aactgctgaccgeggaacagggtaaatctatccagticgcgcagecacgaatgecgaaaccatcctgecgtggttcaccgaactggegaaagttcg
tctggacgaaaaagttgttcacgaaaacgacacccacaaagcgatcgaacgttacgticcgetgggtgtitgegegggtategttcegtggaactt
cccggttctgetgatgetgtggaaagttacccaggegatcgttaccggtaactgeatcatcatcaaaccgtetccgttcaccecegetgtgegacat
ccgtatcatcgaagcggegecagaaagttttccegeegggtgtigttcagategttgttggtgacgacaacctgggtcegtggatcaccgaacacce
gcgtatccagaaaatctctttcaccggttctaccgegaccggtaaactggttgcgaaatcttgetetgegaccctgaaacgtttcaccctggaact
gggtggtaacgaccegcetggtigtictgccgcagcagaaagacctggeggegaccgegecagaacgtictgetggeggegttcttcaactetggte
aggtttgcatcgeggegaaacgtatctacatccacgaagacatctacgacgaattcaaagcgaccctggegeaggtigttcagcacttcaaagtt
ggtccgggtaacgaagaaggtgttatgttcggtccgatcaacaacaaaatgcagtacaacaaagttggtgaattcticgaagaagegaaaaaaa
acaacttcaacctggttgcgggtggtcaggtigaagaaaaaccgggtttcttctacccgetgaccatcegttgacaacccgecggaaaactctegt
ctggttcaggaagaaccgttcggtccgategttccgetgetgaaatggaaagacgaageggacctggttaaacgtatcaacgactctcagtgggg
tctgggtgegtetgtitggtettctgacatccaggeggeggaacgtatcggtegtcagatcgaatctggtaccatctggatcaactgectggttcace
accacccggceggttcegttcggtggtttcaaatcttctggtatcggtgecggaacacggtaaaaacggtetgggtgegtactgecaggttcaggeget
gtggatcccgaaagegtga

>aspC
atgtttgagaacattaccgccgctcctgecgaccegattetgggectggecgatetgtttcgtgecgatgaacgtcccggcaaaattaaccteggg
attggtgtctataaagatgagacgggcaaaaccccggtactgaccagegtgaaaaaggetgaacagtatctgectcgaaaatgaaaccaccaaa
aattacctcggcattgacggcatccctgaattiggtcgetgeactcaggaactgetgtitggtaaaggtagegecctgatcaatgacaaacgtgete
gcacggcacagactccggggggcactggegeactacgegtggetgecgatttcctggcaaaaaataccagegttaagegtgtgtgggtgageaa
cccaagctggccgaaccataagagegtctttaactctgcaggtctggaagticgtgaatacgcttattatgatgcggaaaatcacactcttgacttc
gatgcactgattaacagcctgaatgaagctcaggctggegacgtagtgetgttccatggetgetgecataacccaaccggtatcgaccctacget
ggaacaatggcaaacactggcacaactctccgttgagaaaggetggttaccgetgtitgacttcgettaccagggtittgccegtggtctggaaga
agatgctgaaggactgcgegcetttcgeggetatgcataaagagetgattgttgeccagttcctactctaaaaactttggectgtacaacgagegtgttg
gegetigtactctggttgetgecgacagtgaaaccgttgatcgegeattcagccaaatgaaageggegattcgegetaactactctaacccacca
gcacacggcgcttctgtigttgccaccatcctgagcaacgatgegttacgtgegattigggaacaagagetgactgatatgegecagegtattcag
cgtatgcgtcagtigttcgtcaatacgctgcaggaaaaaggcgcaaaccgegacttcagcetttatcatcaaacagaacggeatgttctecttcagt
ggcctgacaaaagaacaagtgetgegtctgegegaagagtttggegtatatgeggttgettetggtegegtaaatgtggeecgggatgacaccagat
aacatggctccgetgtgcgaagegattgtggeagtgetgtaa

>ipdC

atgcgtaccccegtactgegttgeggactacctgetggaccegtctgaccgactgeggtgeggaccacctgttcggtgticecgggtgactacaacctg
cagttcctggaccacgttatcgactctccggacatctgetgggtiggtigegegaacgaactgaacgegtcttacgeggeggacggttacgegegt
tgcaaaggtttcgeggegetgetgaccaccttcggtgttggtgaactgtctgegatgaacggtgttgegggtictttcgeggaacacgttceggttctg



cacatcgttggtgcgecgggtatggeggegecageagegtggtgaactgetgecaccacaccetgggtgacggtgaattecegtcacttctaccacat
gtctgaaccgatcaccgttgcgecaggeggttctgaccgaacagaacgegtgctacgaaatcgaccgtgttctgaccaccatgetgegtgaacgt
cgtccgggttacctgatgetgecggeggacgttgcgaaaaaageggegacceegeeggtttctgegetgaccgttaacceggegeeggeggac
ctggegtgectgecaggegticegtgaageggeggaaaaacgtctgtctacctctaaacgtaccgegetgetggeggacttecetggtictgegtcac
ggtctgegtaccgegetgecagacctgggttaaagaagticcgatggegecacgegaccatgetgatgggtaaaggtatctticgacgaacgtcagtct
ggtttctacggtacctactctggttctgegtetgeggegecggttaaagaagegatcgaaggtgeggacaccgttetgtgeateggtaceegtttca
ccgacaccctgaccgegggtttcacccaccagetgacccecggaccagaccatcgaagttcageccgeacgegtetegtgttggtgacgtitggtt
caccggtatcccgatgegtgaagegatcgaaaccctgaccgegetgtgcaaaacctacgttcgtgacaccegtgegecgetggaccactetggt
ttctctttcccgaccatcgaaggtgegetgacccaggaatcetttetggegtaccctgeagaccttcatcegtecgggtgacatcatectggeggac
cagggtacctctgegttcggtgegatcgacctgegtetgecggeggacgttaacttcategticagecgetgtggggtictateggttacaccetgge
ggcggegttecggtgcgecagaccgegtgccecgaaccgtegtgttategttctgaccggtgacggtgeggegeagetgaccatccaggaactgggtt
ctatgctgcgtgacaaacagcgtccgatcatcctggtictgaacaacgaaggttacaccgttgaacgtgegatccacggtcecggaacagegttac
aacgacatcgcgctgtggaactggacccagatcccgeaggegetgtctetggegecgeaggeggaatgetggegtgtttctgaageggaagege
tggcggaagttctggacaaagttgecgecaccacgaacgtctgtetctgatcgaagttatgetgccgaaageggacatceegecgetgetgtetgeg

ctgaccaaagcgctggaagegegtaacaacgegtga

>jacR

atgtctaacgcgaaaaacacctctgeggegtctecggegegtaaaggtcactctcaccacgaccceggegtctgacgaattccgtaaagaagac
ttccegttctactggetggegesgtgttcacggtegttacacccagaacatggaacgtctgctgaaaaaaatcgacctggacgttcegegttggegt
gttctgtggatcctgaacgaaaacggtgaatcttctatctctgaaatctctacccacgegatcgegaaactgtctaccatcaccaaaatcgtttac
cgtatgaaagaagacggtctggttgacaccgegecgtctccggaagacggtegtgttacccaggttcgtatcaccgaagttggtctgecagaacat
cgaacgtatgcaggaagttacccgtgaactgticcagegttctttcaaaggtctgaccgaagegeaggttcagegtctgaaccgtatgetggaagt

tgttttccacaacctggaaaccctgtaa
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