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Figure S1. Alignment of the sequencing result (Query) of the integrated construct carrying the HPV_MEV sequence with the synthesized HPV_MEV sequence (Subject) using the BLASTn tool (NCBI).
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Figure S2. A) representative transplastomic plant expressing HPV_MEV, B) wild-type control plant. The transplastomic lines displayed normal growth and development with no discernible differences in compared with wild-type controls.
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GTGAGGGGGCAGGGATGGCTATATTTCTGGGAGTCGACGGGAGACCACAACGGTTTCCCA

LLEE LT T L L LT LT
GTGA-GGEGCAGGCA-GGCTATATTTCTGGGAGT CGACGEGAGACCACAACGGTTTCCCA

CTAGAAATAATTTTGTTTAACTTTaaaaaaaaaaaa TAAGGAGTGCCATGGAACat catc

TEELEL LD LE LT LT LT
CTAGAAATAATTTTGTTTAACTTTAAAAAAAAAAAATAAGGAGTGCCATGGAACATCATC

atcatcatcatGCTCCTCCTCATGCTTTATCTGAAGCTGCTGCTAAAGTATCTGGATATC

ALCLELLC LT LR UL LT L LTI
ATCATCATCATGCTCCTCCTCATGCTTTATCTGAAGCTGCTGCTAAAGTATCTGGATATC

AATATAGAGTATTTAAAGTAGTATTACCTGATAAAAAAGGAGATATGGTAGATACTGGAT

ILELELCL L LT LD L LT LT
AATATAGAGTATTTAAAGTAGTATTACCTGATAAAAAAGGAGATATGGTAGATACTGGAT

ATGGAGCTa22222aCTGTATATTTACCTCCTGTACCTGTATCTAAAGTAGTATCTazaa
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ATGGAGCTAAAAAAACTGTATATTTACCTCCTGTACCTGTATCTAAAGTAGTATCTARAA

22223 TTTGGATTTCCTGATACTTCTTTTTATGCTGCTTATCATGTAGAAGAATATGATT

ACECLLL LT LV LT LT LT
AAAAATTTGGATTTCCTGATACTTCTTTTTATGCTGCTTATCATGTAGAAGAATATGATT

TACAATTTGCTGCTTATGATACTGGATTTGGAGCTATGAATTTTGCTGCTTATCCTTCTG

SLECLLL LT LU L L E LTI
TACAATTTGCTGCTTATGATACTGGAT TTGGAGCTATGAATTTTGCTGCTTATCCTTCTG

AAGCTACTGTATATTTACCTCCTGTACCTGTATCTAAAGGACCTGGACCTGGAARATTTT

ILLLLLLL UL LD TP L LT LT LTI
AAGCTACTGTATATTTACCTCCTGTACCTGTATCTAAAGGACCTGGACCTGGARRATTTT

TATTACAATCTGGATATAGAGGAAGATCTTCTATTAGAGGACCTGGACCTGGACATTCTA

SLEEIL L LD EE L L L LT LT
TATTACAATCTGGATATAGAGGAAGATCTTCTATTAGAGGACCTGGACCTGGACATTCTA

TGAATTCTTCTATTTTAGAAGATTGGAATTTTGGAGTACCTCCTCCTGAAGCTGCTGCTA

LLPLLLLLEEE L L E LT LT LT LTI
TGAATTCTTCTATTTTAGAAGAT TGGAATTTTGGAGTACCTCCTCCTGAAGCTGCTGCTA

AAACTCCTCAAAATATTACTGATTTATGTGCTGAATATCATAATACTCAAATTTATACTT

ILLLLLLLC LT L LT LTI LT
AAACTCCTCAAAATATTACTGATTTATGTGCTGAATATCATAATACTCAAATTTATACTT

TAAATGATAAAATTTTTTCTTATACTGAATCTTTAGCTGGAAAAAGAGAAATGGCTATTA
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AAATGATAAAATTTTTTCTTATACTGAATCTTTAGCTGGAAAAAGAGAAATGGCTATTA

TTACTTTTAAMAATGGAGCTATTTTTCAAGTAGAAGTACCTGGATCTCAACATATTGATT

ALLLLLEET LT LT LTI
TTACTTTTAAMAATGGAGCTATTTTTCAAGTAGAAGTACCTGGATCTCAACATATTGATT

CTCaa322222GCTATTGAAAGAATGAAAGATACTTTAAGAATTGCTTATTTAACTGAAG
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CTCAAAAAAAAGCTATTGAAAGAATGAAAGATACTTTAAGAATTGCTTATTTAACTGAAG

CTAAAGTAGAAAAATTATGTGTATGGAATAATAAAACTCCTCATGCTATTGCTGCTATTT

TEECLLEEC LT E L LT LTI
CTAAAGTAGAAAAATTATGTGTATGGAATAATAAAACTCCTCATGCTATTGCTGCTATTT

CTATGGCTAATTCGAGAAAAGGCCATCC-GTCAGGA 986
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CTATGGCTAATTCGAGAAAAGGCCTCCCCGTCAGGA 938
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