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Supplementary Table
	Table S1. The sgRNA targeting BAK, BAX and Caspase-3.

	Gene target
Gene bank ID
sgRNA name
sgRNA sequence (5’-3’)
BAK
NM001246795.1
BAK1
ATGATAGCAAGCTGCCGGCC
BAK2
AACCACGTTGGTAGACATAC
BAX
NM001244020.1
BAX1
GCGAGTGCCTCAGGCGAAT

BAX2
GGATACTAACTCCCCACGAG
Caspase-3
NM-001244246
CASP3-1
GAGCGAGGTGTCATTCCAGT
CASP3-2
CAACATCAGTACCAGAGCG


	Table S2. Oligoncleotide sequences for validate CHO-KOs cell lines

	Oligo Name

 sgRNA

Oligoncleotide sequences

BAK-YZ1-Fwd

BAK1

CTGAGAGGCATGACAGCAA

BAK-YZ1-Rwd

CCAACCCCGAGATGGACAAT

BAK-YZ2-Fwd
BAK2

GACCTCAGGTGCTTACCCAG

BAK-YZ2-Rwd
CACCCAGCCTCTTCCTGATG

BAX-YZ1-Fwd
BAX1

CACCTGAGCTGACCTTGGAG

BAX-YZ1-Rwd
CACAGGGCTAGGCTACCATG

BAX-YZ2-Fwd
BAX2

TGCTGAGTTAAGGCTCCAGC

BAX-YZ2-Rwd
CACCTTGAGCACCAGTTTGC

CASP3-YZ1-Fwd
CASP3-1

TTCAGGTCAACAGGCCCATC

CASP3-YZ1-Rwd
GCTTGCAGCAGCTCGTTAAG

CASP3-YZ2-Fwd
CASP3-2

CTGTCCTTTGCCCGGTTTTG

CASP3-YZ2-Rwd
CTGTTGTGGAGGATGTCCCC




	Table S3. Summary of CHO cell lines used in this study

	Cell Line
Designation
Genes Targeted
Clones Isolated
Representative Clone
Wild Type
CHO-WT
None
N/A
CHO-K1
Triple Knockout
CHO-TKO
BAK/BAX/CASP3
17 (BBC1-BBC17)
CHO-BBC13
Double Knockout
CHO-DKO
BAK/BAX
6 (BB1-BB6)
CHO-BB1
Single Knockout
CHO-SKO
CASP3
4 (C1-C4)
CHO-C2



Supplementary Figure
	Figure s1. Verification of the knockout of CHO-KOs cell lines at the nucleic acid level. The yellow highlighted section represents the sgRNA .
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