Table S6.  Genetic associations of 85th/15th cutoff ET genes with diseases other than index diseases based on CEU-YRI-GIH comparisons1
	Disease
	Associating ET Genes
	5th 2
	10th 2
	Odds Ratio3

	Albinism, Oculocutaneous
	OCA2
	
	
	Mendelian

	
	SLC45A2
	Y
	Y
	Mendelian

	Alpha-Thalassemia
	G6PD
	
	
	Mendelian

	Alzheimer Disease
	CTNNA3
	
	
	[bookmark: _GoBack]1.18 [1]

	
	GAB2
	
	Y
	4.06 [2]

	
	GOLM1
	
	
	1.40 [3]

	
	IDE
	
	
	2.72 [4]

	
	IL6
	
	Y
	3.30 [5]

	
	MAOA
	
	
	2.79 [6]

	
	PLAU
	
	
	1.89 [7]

	
	SORCS1
	
	
	0.42 [8]

	Anemia, Sickle Cell
	G6PD
	
	
	Mendelian

	Antiphospholipid Syndrome
	APOH
	
	
	2.817 [9]

	Arthritis, Juvenile Rheumatoid/Arthritis, Rheumatoid
	IL6
	
	
Y
	
0.33 [10]

	
	REL
	
	
	1.21 [11]

	Asthma
	IFNG
	
	
	0.50 [12]

	
	IL6
	
	Y
	3.20 [13]

	
	TLR10
	
	
	0.58 [14]

	
	TSLP
	
	
	2.00 [15]

	Atrial Fibrillation
	IL6
	
	Y
	4.74 [16]

	Autistic Disorder
	MAOA
	
	
	2.25 [17]

	
	MECP2
	
	Y
	P = 0.001 [18]

	Brain Ischemia/Stroke
	IL6
	
	Y
	8.60 [19]

	Brain Neoplasms/ Glioma
	XRCC1
	
	
	3.18 [20]

	Breast Neoplasms
	ADH1C
	
	
	1.5 [21]

	
	BRIP1
	
	
	2.00 [22]

	
	CASP8
	
	Y
	1.74 [23]

	
	CYP1A1
	
	Y
	8.07 [24]

	
	CYP1A2
	
	Y
	2.75 [25]

	
	FGFR2
	
	
	3.97 [26]

	
	IFNG
	
	
	2.03 [27]

	
	IL6
	
	Y
	4.40 [28]

	
	XRCC1
	
	
	8.74 [29]

	Brucellosis
	IFNG
	
	
	3.45 [30]

	Celiac Disease
	LPP
	
	
	2.53 [31]

	Colitis, Ulcerative/Crohn Disease/Inflammatory Bowel Diseases
	SLC22A4
	
	
	

7.50 [32]

	
	SLC22A5
	
	
	7.50 [32]

	
	IL6
	
	Y
	6.10 [33]

	Colorectal Neoplasms/Rectal Neoplasms/Colonic Neoplasms
	
ADH1B
	
	
	
3.44 [34]

	
	ADH1C
	
	
	2.32 [35]

	
	CYP1A1
	
	Y
	9.14 [36]

	
	CYP1A2
	
	Y
	6.16 [36]

	
	IL6
	
	Y
	1.97 [37]

	
	RHPN2
	
	
	1.15 [38]

	
	XRCC1
	
	
	10.5 [39]

	Diabetes Mellitus, Type 1
	IL6
	
	Y
	3.36 [40]

	Endometrial Neoplasms
	CYP1A1
	
	Y
	4.58 [41] 

	
	XRCC1
	
	
	4.41 [42]

	Glucosephosphate Dehydrogenase Deficiency
	G6PD
	
	
	
Mendelian

	Hepatitis B/Hepatitis B, Chronic
	IFNG
	
	
	P= 0.003 [43]

	Kidney DiseasesKidney/Failure, Chronic
	APOL1
	
	
	
7.30 [44]

	
	MYH9
	
	
	4.59 [45]

	Leukemia/Leukemia, Myeloid/Leukemia, Lymphocytic, Acute
	CYP1A1
	
	

Y
	

0.054 [46]

	Lung Neoplasms/Carcinoma, Non-Small-Cell Lung
	ALK
	
	
	p = 0.0018 [47]

	
	CASP8
	
	Y
	4.62 [48]

	
	CYP1A1
	
	Y
	4.85 [49]

	
	CYP1A2
	
	Y
	6.02 [50]

	
	IL6
	
	Y
	1.91 [51]

	
	XRCC1
	
	
	5.75 [52]

	Lupus Erythematosus, Systemic
	IFNG
	
	
	2.27 [53]

	
	IL6
	
	Y
	1.98 [54]

	
	IRAK1
	
	Y
	1.44 [55]

	
	MECP2
	
	Y
	1.43 [56]

	Malaria/Malaria, Falciparum
	G6PD
	
	
	Mendelian

	Multiple Sclerosis
	IL6
	
	Y
	2.88 [57]

	Obstetric Labor, Premature/Premature Birth
	IL6
	
	
Y
	
0.68 [58]

	
	CYP1A1
	
	Y
	15.6 [59]

	Opioid-Related Disorders
	OPRM1
	
	
	0.13 [60]

	Ovarian Neoplasms
	BRIP1
	
	
	8.13 [61]

	
	CYP1A1
	
	Y
	8.77 [62]

	
	CYP1A2
	
	Y
	0.34 [63]

	Pain Threshold
	OPRM1
	
	
	p < 0.05 [64]

	Panic Disorder
	MAOA
	
	
	1.23 [65]

	Parkinson Disease
	MAOB
	
	
	2.07 [66]

	Prostatic Neoplasms
	AMACR
	Y
	Y
	0.47 [67]

	
	CYP1A1
	
	Y
	2.38 [68]

	
	IL6
	
	Y
	2.46 [69]

	
	ITGA6
	
	
	1.33 [70]

	
	XRCC1
	
	
	4.31 [71]

	Pulmonary Disease, Chronic Obstructive
	FAM13A
	
	
Y
	
0.76 [72]

	
	SOD3
	
	
	2.23 [73]

	Smith-Lemli-Opitz Syndrome
	DHCR7
	Y
	Y
	Mendelian

	Tuberculosis/Tuberculosis, Pulmonary
	IFNG
	
	
	
3.75 [74]

	Urinary Bladder Neoplasms
	CYP1A1
	
	Y
	1.23 [75]

	
	XRCC1
	
	
	2.99 [76]

	
Uterine Cervical Neoplasms/Uterine Neoplasms
	

IFNG
	
	
	

3.30 [77]

	
	XRCC1
	
	
	4.13 [78]

	
	CYP1A1
	
	Y
	11.3 [79]

	Vitamin D Deficiency
	CYP24A1
	
	
	2.47 [80]

	
	DHCR7
	Y
	Y
	2.47 [80]


1 Other diseases also having the same prevalence distribution among selected populations as that of index diseases
2 5th/10th: Y indicates ET genes identified under the 95th/5th or the 90th/10th cutoff
3 Largest reported Odds ratio or smallest p value.
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