
0.000 0.005 0.010 0.015

Bacteroidales (order)

0.000 0.005 0.010 0.015 0.020 0.025 0.030
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0e+00 2e−04 4e−04 6e−04 8e−04

Clostridiaceae (family)

0.001 0.002 0.003 0.004 0.005 0.006

Oribacterium

0.000 0.002 0.004 0.006 0.008 0.010 0.012

Oscillospira

0.000 0.001 0.002 0.003 0.004 0.005 0.006

Ruminococcus

0.000 0.005 0.010 0.015 0.020 0.025

Phascolarctobacterium

0.000 0.005 0.010 0.015 0.020

Succinivibrio

0e+00 1e−04 2e−04 3e−04 4e−04

Bacillus

0.00 0.02 0.04 0.06 0.08

Pseudomonas

0e+00 1e−04 2e−04 3e−04 4e−04

Bacillus

0.00 0.02 0.04 0.06 0.08

Pseudomonas

0e+00 2e−04 4e−04 6e−04 8e−04 1e−03

Bifidobacteriaceae (family)

0.000 0.001 0.002 0.003 0.004

Weeksellaceae (family)

0.00000 0.00005 0.00010 0.00015 0.00020 0.00025

Gemellales (order)

0.000 0.005 0.010 0.015 0.020 0.025 0.030

Gemellaceae (family)

0.0005 0.0010 0.0015 0.0020 0.0025

Granulicatella

0.00 0.01 0.02 0.03 0.04 0.05 0.06

Lactobacillus

0.000 0.005 0.010 0.015 0.020 0.025

Eikenella

0.00 0.05 0.10 0.15

Neisseria

0.000 0.005 0.010 0.015 0.020

Aggregatibacter

0.05 0.10 0.15 0.20

Rothia

0.000 0.005 0.010 0.015 0.020 0.025 0.030 0.035

Porphyromonas

0.000 0.001 0.002 0.003 0.004

Tannerella

0.000 0.005 0.010 0.015 0.020 0.025 0.030 0.035

Prevotella

0.000 0.005 0.010 0.015 0.020 0.025 0.030

Gemellaceae (family)

0.00 0.01 0.02 0.03 0.04 0.05 0.06

Lactobacillus

0e+00 1e−04 2e−04 3e−04 4e−04 5e−04

Peptostreptococcaceae (family)

0.000 0.001 0.002 0.003 0.004

Peptostreptococcus

0.02 0.04 0.06 0.08 0.10 0.12

Veillonella

0.000 0.001 0.002 0.003

Mogibacteriaceae (family)

0.000 0.001 0.002 0.003
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