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Figure 2cFigure 2a

Figure 2e-g - quantification of p150glued / α-tubulin , Dynein IC / α-tubulin 

Figure 2h, i - quantification of co-IPed p150glued / IPed Dynein IC

un
re

la
te

d 
la

ne

un
re

la
te

d 
la

ne

un
re

la
te

d 
la

ne

un
re

la
te

d 
la

ne

un
re

la
te

d 
la

ne

un
re

la
te

d 
la

ne



+ +

+ +

- +

Input IP: FLAG

FLAG-Dynamitin

GFP-hDysbindin

+ +

+ +

- +

GFP-p150glued

WB : GFP

WB : FLAG

180
130

95

55

CTL     Dys

+ +

+ +

- +

Input IP: FLAG

+ +

+ +

- +

CTL     Dys

+ +

+ +

- +

Input IP: FLAG

FLAG-Dynamitin

GFP-hDysbindin

+ +

+ +

- +

GFP-p150glued

WB : GFP

WB : FLAG

180
130

95

55

CTL     Dys

+ +

+ +

- +

Input IP: FLAG

+ +

+ +

- +

CTL     Dys

+ +

+ +

- +

Input (4.5%) IP: FLAG

FLAG-Dynamitin

GFP-hDysbindin

+ +

+ +

- +

GFP-p150glued

WB : GFP

WB : FLAG

180
130

95

55

72

unrelated lanes

CTL     Dys

WB : GFP

WB : FLAG

95

72
55

43

34

26

180
130

+ + + +

WT 1-87 88-180 181-351

Input (4.5%) IP: FLAG

FLAG-p150glued

GFP-hDysbindin

+ + + +

WT 1-87 88-180 181-351

WB : Dysbindin

WB : Mitofilin

WB : GAPDH

55

95

130

43

34

WB : p150glued

(long exposure)
WB : p150glued

WB : Mitofilin

WB : p150glued

(short exposure)

WB : Mitofilin

WB : a-tubulin WB : a-tubulin

55 55

95 95

130

180

130

180

130

180

Whole lysate MitochondriaCytosol

WT Sandy WT SandyWT Sandy

Whole lysate MitochondriaCytosol

WT Sandy WT SandyWT Sandy

Whole lysate MitochondriaCytosol

WT Sandy WT SandyWT Sandy

WB : Dysbindin

WB : GAPDH

55

43

34

CTL shRNA Dysbindin shRNAunrelated lanes

WB : Dysbindin

WB : GAPDH

55

43

34

CTL     DysCTL   CTL Dys Dys

WB : p150glued

WB : Dynamitin

180
130

55

43

Input (4%) IP: p150glued

WB : p150glued

WB : Dynamitin

180
130

55

43

Input IP: p150glued Input IP: p150glued

CTL   Dys CTL   Dys CTL   Dys

Figure S2a

Figure S2b

Figure 3h

Figure 2j, k - quantification of co-IPed p150glued / IPed Dynamitin

Figure S2e, f - quantification of co-IPed Dynamitin / IPed p150glued

Figure S2c, d - quantification of Dysbindin / GAPDH


