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Figure 2e-g - quantification of p1509“¢¢ / a-tubulin , Dynein IC / a-tubulin
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Figure 2h, i - quantification of co-IPed p1509- / |Ped Dynein IC
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Figure 2j, k - quantification of co-IPed p1509“ / IPed Dynamitin
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Figure S2b Figure S2c, d - quantification of Dysbindin / GAPDH
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