Supplementary figures
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Fig S1. Quantitative analysis of astrocytic Best1 in the suprachiasmatic nucleus.
(A) Representative images of GFAP and Best1 immunostaining in SCN. (B) Quantification of Best1 intensity within GFAP-positive cells. Data are shown as mean ± SEM (A–D) or mean (D). ***p < 0.001, Welch’s t-test. ‘n’ indicates number of cells.
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Fig S2. Hourly distribution of sleep states and delta power.
(A) Hourly distribution of time spent in NREM (i), light NREM (ii), deep NREM (iii), and REM sleep (iv). (B) Hourly distribution of normalized delta power during NREM (i), light NREM (ii), and deep NREM sleep (iii). Data are shown as mean ± SEM (A&B). *p < 0.05, Two-way RM ANOVA with Sidak’s multiple comparisons test
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Fig S3. Quantitative analysis of brain state episodes and transition during the dark phase.
(A) Episodic duration of each vigilance state during the dark phase. (B) Episodic counts of each brain state. (C) Number of state transitions between brain states. (D) Probability matrices of sleep stage transition of WT (left) and Best1-KO mice (right) for each pair of vigilance states. (E) P value of Mann-Whitney U test for comparison of the transition probability between wildtype and Best1-KO group shown in (D). Data are shown as mean ± SEM (A–D) or mean (D). *p < 0.05, Mann-Whitney U test (C&E). n indicates number of mice.
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Fig S4. Quantitative analysis of microarousal during NREM sleep during light phase.
(A) Representative EEG & EMG traces with vigilance states including microarousal. (B) (From left to right) Density of microarousal during whole NREM (left), light NREM (middle), and deep NREM sleep (right). (C) (From left to right) Bout duration of microarousal during whole NREM (left), light NREM (middle), and deep NREM sleep (right). (D) Total duration of microarousal during whole NREM (left), light NREM (middle), and deep NREM sleep (right).
Data are shown as mean ± SEM (B–D).
p values calculated with Mann-Whitney U test (B-D). n indicates number of mice.
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