Supplementary Table 1- Analysis of PTC associated SNPs from DisGeNET by SIFT and PolyPhen2
	Variation ID
	Gene
	AA Position
	Wild AA
	Mutant AA
	SIFT
	PolyPhen-2

	rs1217691063
	MTHFR
	226
	I
	T
	Deleterious
	Possibly Damaging

	rs3795299
	IL22RA1
	518
	R
	C
	Deleterious
	Benign

	rs11554290
	NRAS
	61
	Q
	L
	Deleterious
	Possibly Damaging

	rs121913254
	NRAS
	61
	Q
	E
	Deleterious
	Possibly Damaging

	rs121913237
	NRAS
	12
	G
	V/D
	Deleterious
	Possibly Damaging

	rs767654905
	RET
	229
	L
	P
	Deleterious
	Possibly Damaging

	rs377767394
	RET
	603
	K
	Q
	Tolerated
	Benign

	rs75076352
	RET
	151
	C
	S/R
	Deleterious
	Possibly Damaging

	rs75996173
	RET
	151
	C
	Y/S/F
	Deleterious
	Probably Damaging

	rs1799939
	RET
	691
	G
	S/R
	Tolerated
	Benign

	rs75030001
	RET
	790
	L
	F
	Deleterious
	Probably Damaging

	rs79658334
	RET
	804
	V
	M/L
	Deleterious
	Probably Damaging

	rs75234356
	RET
	891
	S
	A
	Deleterious
	Probably Damaging

	rs74799832
	RET
	918
	M
	T
	Deleterious
	Probably Damaging

	rs11575688
	HABP2
	393
	E
	Q
	Deleterious
	Benign

	rs7080536
	HABP2
	534
	G
	E
	Deleterious
	Probably Damaging

	rs121913233
	HRAS
	61
	Q
	L
	Deleterious
	Possibly Damaging

	rs121913233
	HRAS
	61
	Q
	R
	Tolerated
	Benign

	rs121913233
	HRAS
	61
	Q
	P
	Deleterious
	Benign

	rs28933406
	HRAS
	61
	Q
	E/K
	Deleterious
	Benign

	rs1566734
	PTPRJ
	276
	Q
	P
	Tolerated
	Benign

	rs1801516
	ATM
	1853
	D
	N
	Tolerated
	Benign

	rs4987206
	RAD52
	221
	Q
	E
	Tolerated
	Benign

	rs2066827
	CDKN1B
	109
	V
	D/A/G
	Tolerated
	Benign

	rs1137282
	KRAS
	173
	D
	E
	Tolerated
	Possibly Damaging

	rs121913240
	KRAS
	61
	Q
	L
	Deleterious
	Possibly Damaging

	rs121913240
	KRAS
	61
	Q
	R
	Tolerated
	Benign

	rs121913240
	KRAS
	61
	Q
	P
	Deleterious
	Benign

	rs121913238
	KRAS
	61
	Q
	E
	Deleterious
	Possibly Damaging

	rs121913238
	KRAS
	61
	Q
	K
	Deleterious
	Benign

	rs121913529
	KRAS
	12
	G
	V
	Deleterious
	Probably Damaging

	rs121913529
	KRAS
	12
	G
	A
	Deleterious
	Possibly Damaging

	rs121913529
	KRAS
	12
	G
	D
	Deleterious
	Benign

	rs758306108
	P2RX2
	220
	R
	C
	Deleterious
	Probably Damaging

	rs751409106
	LIG4
	491
	Q
	R
	Deleterious
	Probably Damaging

	rs537209983
	NKX2-1
	369
	A
	V
	Tolerated
	Benign

	rs28937584
	TSHR
	633
	D
	N
	Tolerated
	Possibly Damaging

	rs28937584
	TSHR
	633
	D
	H
	Deleterious
	Probably Damaging

	rs1991517
	TSHR
	362
	E
	D
	Tolerated
	

	rs6115
	SERPINA5
	64
	S
	N
	Tolerated
	Benign

	rs6115
	SERPINA5
	64
	S
	I
	Deleterious
	Benign

	rs861539
	XRCC3
	36
	T
	M
	Tolerated
	Benign

	rs768891111
	XRCC3
	222
	E
	Q
	Tolerated
	Probably Damaging

	rs768891111
	XRCC3
	222
	E
	K
	Deleterious
	Probably Damaging

	rs149019598
	SRRM2
	250
	S
	F
	Deleterious
	Possibly Damaging

	rs17855750
	IL27
	59
	S
	A/T
	Tolerated
	Benign

	rs1453167097
	TP53
	15
	V
	G
	Deleterious
	Probably Damaging

	rs1042522
	TP53
	33
	P
	R/H
	Tolerated
	Benign

	rs16941
	BRCA1
	1038
	E
	G
	Tolerated
	Possibly Damaging

	rs16941
	BRCA1
	1038
	E
	A
	Deleterious
	Probably Damaging

	rs25487
	XRCC1
	399
	Q
	R
	Tolerated
	Benign

	rs25489
	XRCC1
	280
	R
	P/H
	Tolerated
	Benign

	rs1799782
	XRCC1
	194
	R
	W
	Deleterious
	Probably Damaging

	rs13181
	ERCC2
	751
	K
	Q
	Tolerated
	Benign

	rs996807218
	KIDINS220
	17
	N
	D
	Tolerated
	Probably Damaging

	rs1248131654
	RBMS1
	51
	P
	S
	Tolerated
	Benign

	rs231775
	CTLA4
	17
	T
	A/S
	Tolerated
	Benign

	rs1418810723
	FN1
	692
	V
	E
	Deleterious
	Probably Damaging

	rs1467664274
	CHEK2
	172
	Q
	R
	Deleterious
	Probably Damaging

	rs730881689
	CHEK2
	349
	K
	E/Q
	Deleterious
	Probably Damaging

	rs1394069156
	CHEK2
	287
	K
	Q
	Tolerated
	Benign

	rs17879961
	CHEK2
	157
	I
	S
	Deleterious
	Benign

	rs17879961
	CHEK2
	157
	I
	T
	Deleterious
	Possibly Damaging

	rs121913407
	CTNNB1
	45
	S
	P
	Deleterious
	Possibly Damaging

	rs121913407
	CTNNB1
	45
	S
	A
	Deleterious
	Benign

	rs149959485
	CXCR6
	292
	S
	I
	Deleterious
	Benign

	rs104886003
	PIK3CA
	545
	E
	K
	Deleterious
	Probably Damaging

	rs104886003
	PIK3CA
	545
	E
	Q
	Tolerated
	Probably Damaging

	rs11466653
	TLR10
	326
	M
	T
	Deleterious
	Possibly Damaging

	rs756405938
	PDGFRB
	106
	R
	C/S
	Tolerated
	Benign

	rs1410727652
	SLC22A3
	84
	P
	S
	Tolerated
	

	rs397517132
	EGFR
	866
	E
	V
	Deleterious
	Probably Damaging

	rs121913364
	BRAF
	641
	K
	E
	Deleterious
	Possibly Damaging

	rs121913364
	BRAF
	641
	K
	Q
	Deleterious
	Probably Damaging

	rs121913375
	BRAF
	639
	T
	I
	Deleterious
	Probably Damaging

	rs121913375
	BRAF
	639
	T
	R
	Tolerated
	Benign

	rs2234001
	TAS2R4
	96
	V
	L
	Tolerated
	Benign

	rs747894155
	ADRA1A
	460
	S
	I/N
	Tolerated
	Benign

	rs1377580273
	NBN
	617
	E
	G
	Deleterious
	Probably Damaging

	rs864622088
	PTCH1
	905
	Q
	K
	Tolerated
	Benign

	rs727504112
	PTCH1
	631
	T
	I
	Tolerated
	Benign

	rs373688070
	MUSK
	632
	E
	G
	Deleterious
	Probably Damaging

	rs776894974
	F9
	44
	P
	S
	Tolerated
	Benign











