[bookmark: _GoBack]Supplementary Figure 3. MicroRNA expression levels and patient gender following initial analysis. Kruskal-Wallis analysis of miRNA expression profiles between male and female patients within the miRLink dataset (in-house experiments). In total, 3 miRNAs were up-regulated in males miR-26b (A), miR-3162 (B) and miR-1268 (C), while 5 miRNAs were overexpressed in females; miR-720 (D), miR-186* (E), miR-3617 (F), miR-320c (G) and miR-3614-5p (H). (* denotes a p<0.05 significance between pairs).
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