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Figure S1. Individual immunoproteasome subunit protein expression in relapsed childhood acute
leukaemia patients. Comparison of (A) immunoproteasome subunit B1i, and (B) immunoproteasome
subunit B5i, between pre-B ALL, T-ALL and AML patients. Protein expression was assessed by
Western blotting and expressed as relative quantifications of subunit expression (ratio proteasome
subunit/B-actin based on loading of 15 pg total protein, normalized to CEM). The closed symbols

represent ALL patients, the open symbols AML patients. The line denotes the mean.
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Figure S2. Proteasome subunit mRNA expression in NBM cells. Expression of PSMB5 and PSMB6 in
sorted CD3 (T-cells), CD14 (monocytes), and CD19 (B-cells) from 2 healthy individuals determined by
gRT-PCR normalized on expression of GUS housekeeping gene.
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Figure S3. Proteasome subunit catalytic activity in relapsed childhood ALL and AML patients.
Comparison of catalytic activity of constitutive subunit B5 and immunoproteasome subunit B5i
between ALL and AML patients. The line denotes the mean for ALL (n=22) and AML (n=10).



