Supplementary Tables
[bookmark: OLE_LINK1]Supplementary Table S1 - Clinical characteristics of the patients included in this study.
	Characteristic
	NSCLC with BM
	NSCLC without BM

	Patients, n
	62
	60

	Median age, years
	58 (50-65)
	60 (55-67)

	Adenocarcinoma
Squamous cell carcinoma
Carcinosarcoma
Large cell carcinoma
Neuroendocrice carcinoma
	54 (87.1%)
8 (12.9%)
-
-
-
	41 (68.3%)
10 (16.7%)
2 (3.3%)
1 (1.7%)
6 (10.0%)

	Stage I
Stage II
Stage III
Stage Ⅳ
	-
-
-
62 (100%)
	6 (10.0%)
12 (20.0%)
11 (18.3%)
31 (51.7%)

	Lymph node metastatic status
	
	

	N0
N1
N2
N3
	4 (6.5%)
2 (3.2%)
22 (35.5%)
34 (54.8%)
	9 (15.0%)
7 (11.7%)
17 (28.3%)
27(45.0%)

	EGFR mutation
EGFR wild-type
	42 (67.7%)
20 (32.3%)
	32 (53.3%)
28 (46.7%)











Supplementary table S2 - The sequence of predicted targetof miR-330-3p

	Predicted target
	Paring of miRNA/target

	Position 223-229 of GRIA3 3ˊUTR
miR-330-3p
	5ˊ...UCAUUGAAAUCUUUUUGCUUUGC...
3ˊ  AGAGACGUCCGGCACACGAAACG
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[bookmark: OLE_LINK75][bookmark: OLE_LINK76]Supplementary Figure legends
[bookmark: OLE_LINK73][bookmark: OLE_LINK74]Additional file 2: Figure S2. miR-330-3p suppresses apoptosis of NSCLC cells. a Quantitative analysis of relative protein expression for Bcl-2 detected by western blotting. b Quantitative analysis of relative protein expression for Bax detected by western blotting in each group. c Quantitative analysis of relative protein expression for cleaved caspase3 detected by western blotting in each group. All data were presented as mean of three independent experiments ± SD. *P < 0.05, **P < 0.01, #P < 0.001, one-way ANOVA test.


[bookmark: OLE_LINK79][bookmark: OLE_LINK80]Additional Figure 3: Figure S3. Immunohistochemical analysis in tissue sections of GFP-labeled tumors isolated from mice injected with H460 and H1975 cells transfected with NC-LV, OE-miR-330-3p-LV or anti-miR-330-3p-LV. Relative quantitative analysis of immunohistochemistry for PCNA (a), cyclinD1 (b), apoptosis-related proteins (c, d) and DNA methyltransferases (e-g). All data were presented as mean of three independent experiments ± SD. *P < 0.05, **P < 0.01, #P < 0.001, one-way ANOVA test.


[bookmark: OLE_LINK83][bookmark: OLE_LINK84]Additional Figure 4: Figure S4. miR-330-3p is relevant to DNMT1 and DNMT3A in NSCLC cells. a DNMT1 protein expression was quantified by western blotting analysis. b Quantitative analysis of DNMT3A detected by western blotting. c DNMT3B protein expression was assessed by western blotting. d Quantitative analysis of p16INK4A detected by western blotting. Error bars indicate mean ± SD for three independent experiments. *P < 0.05, **P < 0.01, #P < 0.001, P value was calculated by one-way ANOVA test.

