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Figure S3. miRNAs are predicted to target the IDO1 3" UTR. (A) Schematic representation
of the pmirGLO vector carrying two dual luciferase genes and the IDO1 3' UTR. (B and C) Dual
luciferase assays from 293T cells (B) or Hela cells (C) transfected with miR-153 and the
pmirGLO construct. Y axis denotes the relative luminescence units (RLU, firefly luciferase /
Renilla luciferase) normalized to the miR-153 mimic control. Values denote mean + SEM (n=3).

kP <0.01.



