[bookmark: _GoBack]Table S2. HaloPlex SureDesign Report. Libraries of regions were designed by SureDesign Custom Design Tool. Target ID, the unique code assigned to a target by Agilent; interval, the genomic interval of a target; gene name, gene within the target; regions size, amplicons within a target.

	Gene name
	TargetID
	Interval
	Regions Size
	Databases
	References

	EGR2
	1959
	chr10:64572956-64578409
	1590
	CCDS, Ensembl, Gencode, RefSeq, VEGA
	[1]

	POT1
	25913
	chr7:124462571-124540896
	2450
	CCDS, Ensembl, Gencode, RefSeq, VEGA
	[1, 2]

	MYD88
	4615
	chr3:38180142-38182787
	1054
	CCDS, Ensembl, Gencode, RefSeq, VEGA
	[1, 3, 4]

	ATM
	472
	chr11:108098341-108236245
	10411
	CCDS, Ensembl, Gencode, RefSeq
	[1, 4]

	BCOR
	54880
	chrX:39909158-39937192
	5707
	CCDS, Ensembl, Gencode, RefSeq, VEGA
	[1]

	FBXW7
	55294
	chr4:153244022-153332965
	2898
	CCDS, Ensembl, Gencode, RefSeq
	[4]

	TP53
	7157
	chr17:7565246-7579922
	1697
	CCDS, Ensembl, Gencode, RefSeq, VEGA
	[1, 4]

	DDX3Y
	8653
	chrY:15016837-15030044
	2379
	CCDS, Ensembl, Gencode, RefSeq, VEGA
	COSMIC

	BIRC3
	chr11:102190608-102190737
	chr11:102190608-102190737
	130
	CustomRegion
	[5]

	
	chr11:102192568-102196093
	chr11:102192568-102196093
	3526
	CustomRegion
	

	
	chr11:102201721-102201974
	chr11:102201721-102201974
	254
	CustomRegion
	

	
	chr11:102207590-102207753
	chr11:102207590-102207753
	164
	CustomRegion
	

	
	chr11:102207640-102208465
	chr11:102207640-102208465
	826
	CustomRegion
	

	KRAS
	chr12:25398208-25398329
	chr12:25398208-25398329
	122
	CustomRegion
	[1]

	
	chr12:25403685-25403865
	chr12:25403685-25403865
	181
	CustomRegion
	

	CHD2 
	chr15:93498653-93498742
	chr15:93498653-93498742
	90
	CustomRegion
	[1, 2, 6-8] COSMIC
 

	
	chr15:93499689-93499879
	chr15:93499689-93499879
	191
	CustomRegion
	

	
	chr15:93510555-93510743
	chr15:93510555-93510743
	189
	CustomRegion
	

	
	chr15:93514995-93515157
	chr15:93514995-93515157
	163
	CustomRegion
	

	
	chr15:93515495-93515647
	chr15:93515495-93515647
	153
	CustomRegion
	

	
	chr15:93518109-93518180
	chr15:93518109-93518180
	72
	CustomRegion
	

	
	chr15:93521464-93521613
	chr15:93521464-93521613
	150
	CustomRegion
	

	
	chr15:93522365-93522513
	chr15:93522365-93522513
	149
	CustomRegion
	

	
	chr15:93524045-93524141
	chr15:93524045-93524141
	97
	CustomRegion
	

	
	chr15:93524595-93524687
	chr15:93524595-93524687
	93
	CustomRegion
	

	
	chr15:93527560-93527730
	chr15:93527560-93527730
	171
	CustomRegion
	

	
	chr15:93528728-93528903
	chr15:93528728-93528903
	176
	CustomRegion
	

	
	chr15:93534706-93534747
	chr15:93534706-93534747
	42
	CustomRegion
	

	
	chr15:93536089-93536228
	chr15:93536089-93536228
	140
	CustomRegion
	

	
	chr15:93540187-93540325
	chr15:93540187-93540325
	139
	CustomRegion
	

	
	chr15:93540483-93540633
	chr15:93540483-93540633
	151
	CustomRegion
	

	
	chr15:93541729-93541851
	chr15:93541729-93541851
	123
	CustomRegion
	

	
	chr15:93543742-93543870
	chr15:93543742-93543870
	129
	CustomRegion
	

	
	chr15:93545407-93545547
	chr15:93545407-93545547
	141
	CustomRegion
	

	
	chr15:93547847-93547981
	chr15:93547847-93547981
	135
	CustomRegion
	

	
	chr15:93552375-93552553
	chr15:93552375-93552553
	179
	CustomRegion
	

	
	chr15:93555575-93555674
	chr15:93555575-93555674
	100
	CustomRegion
	

	TP53
	chr17:7576910-7577181
	chr17:7576910-7577181
	272
	CustomRegion
	[1, 4]

	
	chr17:7577489-7577620
	chr17:7577489-7577620
	132
	CustomRegion
	

	
	chr17:7578121-7578320
	chr17:7578121-7578320
	200
	CustomRegion
	

	
	chr17:7578360-7578622
	chr17:7578360-7578622
	263
	CustomRegion
	

	
	chr17:7579258-7579621
	chr17:7579258-7579621
	364
	CustomRegion
	

	NRAS
	chr1:115256462-115256609
	chr1:115256462-115256609
	148
	CustomRegion
	[1]

	
	chr1:115258622-115258794
	chr1:115258622-115258794
	173
	CustomRegion
	

	
	chr1:115259279-115259515
	chr1:115259279-115259515
	237
	CustomRegion
	

	ITPKB
	chr1:226923228-226925364
	chr1:226923228-226925364
	2137
	CustomRegion
	[1]

	SAMHD1
	chr20:35545125-35545233
	chr20:35545125-35545233
	109
	CustomRegion
	[1, 7, 9]

	
	chr20:35545352-35545452
	chr20:35545352-35545452
	101
	CustomRegion
	

	
	chr20:35547767-35547922
	chr20:35547767-35547922
	156
	CustomRegion
	

	
	chr20:35555585-35555655
	chr20:35555585-35555655
	71
	CustomRegion
	

	
	chr20:35559163-35559278
	chr20:35559163-35559278
	116
	CustomRegion
	

	MAPK1
	chr22:22127105-22127367
	chr22:22127105-22127367
	263
	CustomRegion
	[1]

	
	chr22:22142546-22142677
	chr22:22142546-22142677
	132
	CustomRegion
	

	
	chr22:22142983-22143097
	chr22:22142983-22143097
	115
	CustomRegion
	

	
	chr22:22160113-22160242
	chr22:22160113-22160242
	130
	CustomRegion
	

	
	chr22:22161953-22162135
	chr22:22161953-22162135
	183
	CustomRegion
	

	SF3B1
	chr2:198265439-198265660
	chr2:198265439-198265660
	222
	CustomRegion
	[1, 2, 4]

	
	chr2:198266466-198266612
	chr2:198266466-198266612
	147
	CustomRegion
	

	
	chr2:198266709-198266854
	chr2:198266709-198266854
	146
	CustomRegion
	

	
	chr2:198267280-198267550
	chr2:198267280-198267550
	271
	CustomRegion
	

	XPO1
	chr2:61719460-61719616
	chr2:61719460-61719616
	157
	CustomRegion
	[1, 3] 

	
	chr2:61722590-61722748
	chr2:61722590-61722748
	159
	CustomRegion
	

	KLHL6
	chr3:183273149-183273477
	chr3:183273149-183273477
	329
	CustomRegion
	[3]

	HIST1H1E
	chr6:26156608-26157288
	chr6:26156608-26157288
	681
	CustomRegion
	[1]

	RIPK1
	chr6:3083319-3083547
	chr6:3083319-3083547
	229
	CustomRegion
	 
[1, 10] 

	
	chr6:3085493-3085642
	chr6:3085493-3085642
	150
	CustomRegion
	

	
	chr6:3089815-3089891
	chr6:3089815-3089891
	77
	CustomRegion
	

	
	chr6:3104459-3104549
	chr6:3104459-3104549
	91
	CustomRegion
	

	
	chr6:3105716-3106285
	chr6:3105716-3106285
	570
	CustomRegion
	

	
	chr6:3111037-3111189
	chr6:3111037-3111189
	153
	CustomRegion
	

	BRAF
	chr7:140453075-140453193
	chr7:140453075-140453193
	119
	CustomRegion
	[11]

	
	chr7:140453086-140453260
	chr7:140453086-140453260
	175
	CustomRegion
	

	NOTCH1
	chr9:139388896-139392010
	chr9:139388896-139392010
	3115
	CustomRegion
	[2-4, 12]

	DDX3X
	chrx:41192651-41194630
	chrx:41192651-41194630
	1980
	CustomRegion
	[1, 4, 10]

	
	chrx:41196641-41196765
	chrx:41196641-41196765
	125
	CustomRegion
	

	
	chrx:41204359-41204528
	chrx:41204359-41204528
	170
	CustomRegion
	

	
	chrx:41204659-41204807
	chrx:41204659-41204807
	149
	CustomRegion
	

	MED12
	chrx:70338406-70338703
	chrx:70338406-70338703
	298
	CustomRegion
	[1]

	ZMYM3
	chrx:70461077-70461194
	chrx:70461077-70461194
	118
	CustomRegion
	[1, 4, 8] COSMIC
 

	
	chrx:70462020-70462274
	chrx:70462020-70462274
	255
	CustomRegion
	

	
	chrx:70462820-70462934
	chrx:70462820-70462934
	115
	CustomRegion
	

	
	chrx:70463679-70463830
	chrx:70463679-70463830
	152
	CustomRegion
	

	
	chrx:70464152-70464320
	chrx:70464152-70464320
	169
	CustomRegion
	

	
	chrx:70464640-70464743
	chrx:70464640-70464743
	104
	CustomRegion
	

	
	chrx:70465189-70465335
	chrx:70465189-70465335
	147
	CustomRegion
	

	
	chrx:70465518-70465692
	chrx:70465518-70465692
	175
	CustomRegion
	

	
	chrx:70465836-70465948
	chrx:70465836-70465948
	113
	CustomRegion
	

	
	chrx:70469876-70470053
	chrx:70469876-70470053
	178
	CustomRegion
	

	
	chrx:70472439-70473124
	chrx:70472439-70473124
	686
	CustomRegion
	

	
	chrx:70474318-70474996
	chrx:70474318-70474996
	679
	CustomRegion
	

	KIT
	chr4:55561678-55561947
	chr4:55561678-55561947
	270
	CustomRegion
	 [12]

	
	chr4:55594177-55594287
	chr4:55594177-55594287
	111
	CustomRegion
	

	
	chr4:55595501-55595651
	chr4:55595501-55595651
	151
	CustomRegion
	

	
	chr4:55595502-55595653
	chr4:55595502-55595653
	152
	CustomRegion
	

	
	chr4:55602602-55602776
	chr4:55602602-55602776
	175
	CustomRegion
	

	PIK3CA
	chr3:178916538-178916965
	chr3:178916538-178916965
	428
	CustomRegion
	[13]

	
	chr3:178951952-178952125
	chr3:178951952-178952125
	174
	CustomRegion
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