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Figure S2
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Study Sample ID Cancer Type Protein Change Annoctation ¥ Mutation Type Copy # COSMIC  Allele #Mutin
Freq(T) Sample
Colorectal Adeno. Rectal Adenocarcinoma H195Y Missense Diploid 2 084 11438
Skin Cutaneous M Cutaneous Melanoma H185Y Missense Diploid 2 039 575
Uterine Endometrioid Carcinoma H195Y Missense Diploid 2 061 4834
Lung Squamous Gell Garcinoma X195_splice Splice Diploid 0.30 298
Hepatocellular Carcinoma X195_splice Splice Gain 0.90 116
0 1 1 - %555_splice.
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Study Sample ID Cancer Type Protein Change Annotation ¥ Mutation Type Copy # COSMIC  Allele #Mut in
Freq(T) Sample
Colorectal Adeno... coadread_dfci_20 Colorectal Adenocarcinoma X555_splice Splice 1481
Colorectal Adeno. coadread_dfci_20 Colorectal Adenocarcinoma X555_splice Splice 72
Pancreatic Adeno. ICGC_0548 Pancreatic Adenocarcinoma X555 _splice Splice 984
Basal Cell Carci. 5-PT035-T1 Skin Cancer, Non-Melanoma X555 _splice Splice 027 2823

Showing 1-4 of 4 Mutations
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Figure S5
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Figure S6
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Figure S7
Disease free survival
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Figure S8
Overall survival
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Figure S9
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