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Figure S6. Kaplan-Meier curves for PFS according to the presence of alterations in genes involved in DNA repair (ARID1A, ATM, SETD2, PRKDC) (A), FGFR4 gene polymorphism rs351855 (B), ATM allelic variants: A/A vs. A/C vs. C/C (C), or A/A vs. A/C or C/C (D).
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Legend: HR: Hazard Ratio; CI: Confidence Interval
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