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1,2: psiCHECK-2-Wt-MMP2 3'UTR 1: psiCHECK-2-Mut-MMP2 3'UTR

CCCTTCCCCCTCCAATCCCACCAACCCTCAGAGCCACCCCTAAAGAGATACTTTGATATT 403«

FECCCCEEEEE R EEEEEE R e e e e e e e e e el
CCCTTCCCCCTCCAATCCCACCAACCCTCAGAGCCACCCCTARAGAGATACTTTGATATT 270«

TTCAACGCAGCCCTGCTTTGGGCTGCCCT AATATTGCCACACTTCAGGCTCTTCTCCTTT 463+«

FUCCCCEEEEEEEEEEEEEE R TR e e e e«
TTCAACGCAGCCCTGCTTTGGGCTGCCCT GGTGETGCCACACTTCAGGCTCTTCTCCTTT 330+

CACAACCTTCTGTGGCTCACAGAACCCTTGGAGCCAATGGAGACTGTCTCAAGAGGGCAC 523+«

FECCCEEEEEEEEEE R R R R R PR e e e e e e e e e e e
CACAACCTTCTGTGGCTCACAGAACCCTTGGAGCCAATGGAGACTGTCTCAAGAGGGCAC 380+





Figure S1. Construction of mutant 3’UTR-MMP2-luc vector. (A) The MMP2 3’UTR fragment was ampliﬁed by PCR. (B) Identification of psiCHECK-2-Wt-MMP2 3’UTR by restriction analysis. (C) Identification of psiCHECK-2-Mut-MMP2 3’UTR by restriction analysis. (D) The sequence of mutated binding site miR-29b in the 3’UTR region of MMP2.
