Additional file 2: Table S2 Prime sequences of lncRNAs
	Gene name
	Bi-directional primer sequence
	Annealing temperature (℃)
	Product length (bp)

	18S rRNA
	F:5’ CAGCCACCCGAGATTGAGCA3’
R:5’ TAGTAGCGACGGGCGGTGTG3’
	60
	252

	ENST00000442064
	F:5’ CTGCTCTCCCGACGTGATC3’
R:5’ CTTCATGGAGTAGGTGAACGCT3’
	60
	130

	ENST00000512110
	F:5’ CTGTCTTCTCCGACTTTAACAGTG3’
R:5’ CACTCTATTGCTATAGCCAAATTCAT3’
	60
	131

	ENST00000498403
	F:5’ TACACGACTCCCAAGAATAAGCA3’
R:5’ TGTTGAAGCAATAAATCAGACAACA 3’
	60
	198

	ENST00000472322
	F:5’ TCAAAGAGAGACAAACCCCAGG3’
R:5’ CAGCACAATAAAACCAAACCGA3’
	60
	258

	ENST00000427666
	F:5’ TCCCTGGAGAAGGTGTGTGC3’
R:5’ GCGCGAGTCAGTGAGTTGC3’
	60
	186

	ENST00000479573
	F:5’ CAACATTTACATGCGTACCCGT3’
R:5’ CCTTATTCCTTTGGCCCAGAC3’
	60
	151

	ENST00000427423
	F:5’ ATGGTTTCTGAATAGTAAGGTGGC3’
R:5’ ATGAGCTTGTGAATGTCGATGG3’
	60
	91

	ENST00000447612
	F:5’ AAGAGGGTGGTGAGAAGAAAGG3’
R:5’ GCACAGGGATAGGTATGGGAC3’
	60
	241

	ENST00000398116
	F:5’ CAAAGGGTGGCGAGAAGAA3’
R:5’ ACGGATGCGGTATGGGAT3’
	60
	240

	ENST00000325668
	F:5’ GGCATTTCAATGCACCTTCC3’
R:5’ ACCCTTACAGTGTCCTCGCG3’
	60
	143

	ENST00000420238
	F:5’ GCCGTACCACATCCATGTTTAT3’
R:5’ GCTCTCACCCACATTGACTGTC3’
	60
	136

	ENST00000424673
	F:5’ CTGCTACCGTTTGGACTATTTTACT3’
R:5’ TGTTGTTTCCTTCATCTTTCTGG3’
	60
	239

	nc-HOXA1-59+
	F:5’ GAAACTCCGTGTTACTCATTCCTG3’
R:5’ TCTTTTTTGCTTCTTCTTCTCCTCT3’
	60
	197

	nc-HOXA11-90-
	F:5’ CTTTGGTGAGACCCTTGATGCT3’
R:5’ AGTCAGGAGTTTTTACCTTGGAAGA3’
	60
	85

	nc-HOXB2-160-
	F:5’ ACGGAGGCATTGGGGAGA3’
R:5’ TGATAAATACAAGCGTATGGGGAC3’
	60
	234

	uc003yqp.1
(lncRNA_AK023391)
	F:5’ ACCCCCATCCTAAACCCTGTAAAAC 3’
R:5’ TGTGGATTTGCTCATACTGCCCTG 3’
	60
	294

	uc001nxj.1
	F:5’ CCTTGGATAGGGTGAGTTTGG3’
R:5’ TGCTTTTGCATGGACTTGATT3’
	60
	88

	uc002ufj.3
	F:5’ ACTGGCACTGCAAATCACAGAC3’
R:5’ GAGTTAAGCAACACATCCCAACTAT3’
	60
	187

	GAPDH
	F:5’ CAAGGCCAACCGCGAGAA 3’
R:5’ CCCTCGTAGATGGGCACAGT 3’
	60
	308
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