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	Primes
	Sequence

	FGFR3-forward
	5'-GAGGTGAATGGCAGCAAGGT-3'

	FGFR3-reverse
	5'-AAGGTGACGTTGTGCAAGGA-3'

	FGFR3 exon9-forward
	5'-TGCGAGACCCTCCAGACA-3'

	FGFR3 exon9-reverse
	5'-AACATCCGCCACATCCCT-3'

	FGFR3 exon17-18-forward
	5'-GGCTGTTCCCGAATAAGG-3'

	FGFR3 exon17-18-reverse
	5'-CTGTGTAGCTGTCTCTCCATCTG-3'

	hsa_circ_0068871-forward
	5'-CGAGTACCTCTGTCGAGCCA-3'

	hsa_circ_0068871-reverse
	5'-TGTGTCCACACCTGTGTCCT-3'

	hsa_circ_0068872-forward
	5'-CCTGTCACCGTAGCCGTGAA-3'

	hsa_circ_0068872-reverse
	5'-CCCCGTCTTCGTCATCTCCC-3'

	hsa_circ_0068873-forward
	5'-AGAGGTGTCACCCAAACCGG-3'

	hsa_circ_0068873-reverse
	5'-TTGTTCTCCACGACGCAGGT-3'

	hsa_circ_0068874-forward
	5'-GCCTGAGGCCTTGTTTGACC-3'

	hsa_circ_0068874-reverse
	5'-GAGCTCGGAGACATTGGCCA-3'

	hsa_circ_0068875-forward
	5'-CATCATCAACCTGCTGGGCG-3'

	hsa_circ_0068875-reverse
	5'-GACACCAGGTCCGACAGGTC-3'

	hsa_circ_0068876-forward
	5'-AGAGGTGTCACCCAAACCGG-3'

	hsa_circ_0068876-reverse
	5'-TCACGTTGTCCTCGGTCACC-3'

	miR-181a-5p-forward
	5'-CCGCGAACATTCAACGCTGTCG-3'

	miR-181a-5p-reverse
	5'-ATCCAGTGCAGGGTCCGAGG-3'

	miR-181a-5p-RT Primer
	5'-GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACACTCAC-3'

	GAPDH-forward
	5'-CAGGAGGCATTGCTGATGAT-3'

	GAPDH-reverse
	5'-GAAGGCTGGGGCTCATTT-3'

	U6-forward
	5'-CAAATTCGTGAAGCGTTCCATAT-3'

	U6-reverse
	5'-GCTTCACGAATTTGCGTGTCATCCTTGC-3'

	si-circ_0068871
	AGCAGACGCTCCATCCTCG

	FITC probe
	5'-CTTCGTCATCTCCCGAGGATGGAGCGTTCGGGGCCCGTGAACGCTC-3'

	cy3 probe
	5'-TTGTTTGTTGCGTCTGCCTCTCT-3'

	
	



