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	GENE
	SH-SY5Y
	SK-N-BE(2)
	IMR32
	Ref.

	ATRX
	Wild type
	Wild type
	Wild type
	[1]

	MYCN
	Wild type
	Amplified
	Amplified
	[2]

	RET
	Wild type
	Wild type
	Wild type
	[3]

	ALK
	F1174L
	Wild type
	Wild type
	[4]
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