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Figure S4:
(A-C) Somatic mutation analysis of RANBP3L in KIRC (A), KICH (B) and KIRP (C). (D) RNA-Seq analysis of WT (wildtype) and Vhl∆/∆Trp53∆/∆Rb1∆/∆ mice samples from Frew et al. showing the normalized reads of Ranbp3l [63]. ***, p < 0.001, Student’s t test. (E-F) RNA-Seq analysis from Pili et al. (E) [59] (**, p < 0.01, Student’s t test) and Lai et al. (F) [61] of normal tissue and collecting duct carcinoma (CDC) samples showing the read counts of RANBP3L. 
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