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	GO term
	Description
	Count in Network
	Strength
	p

	1
	GO:0000127
	transcription factor TFIIIC complex
	3 of 6
	1.93
	0.00018

	2
	GO:0016581
	NuRD complex
	4 of 14
	1.68
	5.28e-05

	3
	GO:0031595
	nuclear proteasome complex
	2 of 7
	1.68
	0.0091

	4
	GO:0008540
	proteasome regulatory particle, base subcomplex
	2 of 9
	1.57
	0.0126

	5
	GO:0030877
	beta-catenin destruction complex
	2 of 10
	1.53
	0.0148

	6
	GO:0005838
	proteasome regulatory particle
	4 of 21
	1.51
	0.00015

	7
	GO:0031597
	cytosolic proteasome complex
	2 of 11
	1.49
	0.0171

	8
	GO:0016580
	Sin3 complex
	2 of 11
	1.49
	0.0171

	9
	GO:0022627
	cytosolic small ribosomal subunit
	5 of 38
	1.35
	6.74e-05

	10
	GO:0033276
	transcription factor TFTC complex
	2 of 15
	1.35
	0.0270



