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[bookmark: _GoBack]Additional file 3: A: GO analysis and the involved genes for the up-regulated differential expression genes shared by SCC25 cells and Cal27 cells; B: Promoter prediction for all the filtered genes indicated by GO analysis. 
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ID Name Gene Gene list
counts

GO:0008284 Positive regulation of cell proliferation 8 ESM1; EIF5A2; HAS2; IL24; SERPINB3; THBS1;
KRT6A; TGFA

GO:0043066 Negative regulation of apoptotic process 7 BCL2A1; ANGPTL4; SERPINB2; SPHK1;THBSI1;

& & poptotic p! TGFA; TGM2

GO:0030335 Positive regulation of cell migration 6 CD274; HAS2; SERPINB3;SPHK1; THBS1; SIPR1

GO:0006955 Immune response 6 CXCL3; CD274; IL1RL1; IL24; PDCD1LG2;
THBS1

GO:0007155 Cell adhesion 6 FERMTI1; LAMAI; RGMB; S1PR1; THBS1;VCL

B

TF Genes Score Relative score  Start End  Predicted sequence

STAT3  THBSI 12.3439  0.947095792 393 403 TTTCTGAGAAG
ESM1 9.68639  0.91490098 227 237 GTGCTAGAAAA

CD274 10.2473  0.921696042 407 417 TTTCTTGTAAA

SPHK1 8.86827  0.904989844 569 579 CTTTTGAGAAA
ANGPTL4 5.69963  0.866603245 586 596 TTCACGGGAAG

EIF5A2 6.54234  0.876812307 524 534  TTTCCGGGATA





