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Figure S1. GUCY1A2 did not significantly affect the proliferation of NSCLC cells. (A) The expressions of mRNA-GUCY1A2 were determined with qPCR in NSCLC cells transfected with negative control or GUCY1A2. (B) Assessment of proliferation of A549, H1703, PC-9 and H1299 cells transfected with negative cotnrol or GUCY1A2 by CCK-8 assay.
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Figure S2. circGUCY1A2 did not significantly affect the expression of miR-148a-3p and miR-17-3p. (A) The expressions of miR-148a-3p and miR-17-3p were determined with qPCR in NSCLC cells transfected with negative control or circGUCY1A2. (B) Schematic of circGUCY1A2 wild-type (WT) and mutant (Mut) luciferase reporter vectors. The relative luciferase activities were analyzed in A549 cells co-transfected with miR-148a-3p mimics or miR-NC and luciferase reporter vectors pLCDH-circGUCY1A2-WT or pLCDH-circGUCY1A2-Mut.
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Figure S3. miR-200c-3p affects the expression of PTEN and NOTCH1 in (A) A549 and (B) H1703.
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Figure S4. Inhibition of miR-200c-3p suppresses cell proliferation but is rescued when PTEN is KO. (A) A549 and (B) H1703. (C) The grey value analysis of figure 4F. (D) The grey value analysis of figure 4G. (E) the expression of PTEN between high- and low- expression of circGUCY1A2 patients. (F) overall survival between high- and low- expression of PTEN patients. 
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Figure S5. The effect of overexpression of transcription factors on circGUCY1A2. (A) qRT-PCR verification of transcription factor overexpression, (B) The effect of transcription factor overexpression on circGUCY1A2.
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Figure S6. The frequency of PTEN mutations and deletions of patients from TCGA datasets.
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