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CXCR6-positive circulating mucosal-associated invariant T cells can identify patients with non-small cell lung cancer responding to anti-PD-1 immunotherapy
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Supplementary Figure 1: Higher proportion of NK cells in responders. (A) Differentially expressed genes between responder and non-responders-deried NK cells. (B) Scenic analysis for responder/non-responders-deried NK cells. (C) Differentially expressed cytokines between responder and non-responders-deried NK cells.
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Supplementary Figure 2: The DEG enriched pathways in different T cell subtypes. (A) Differentially expressed genes of different T cell subtypes (B) KEGG analysis for different T cell subtypes.
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Supplementary Figure 3: Cell-cell communication analysis. (A-B)The incoming and outgoing cell-cell interaction-related pathways for responder/non-responders-deried different cell subtypes(columns on the right of the heatmap represent the total signal strength of each signaling pathway; columns on the top represent the total signal strength related to each cell type).
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Supplementary Figure 4: CellChat analysis in CD8MAIT and classical/non-classical monocytes. (A) Ligand-receptor pairs participated in cell-cell interaction of CD8MAIT cells (CD8MAIT as sender). (B-C) Ligand-receptor pairs participated in cell-cell interaction of classical/non-classical monocytes in responders and non-responders(classical/non-classical monocytes as senders).
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