[bookmark: _GoBack]Table-1A: Transcription factor IRF2 target genes obtained from ChIP-Atlas. IRF2 binding score obtained from MACS2 and STRING analysis and binding scores graded as: +++ for >750/1000; ++ for >500/100 and <750/1000; + for <500/1000; and 0 for <250/1000. na: not applicable for the genes that are not reported. (data set ID: CD34+ cells: SRX160847 and K562 cell line: SRX2423855 and SRX2423856)

	Potential IRF2 Binding Score at ±1 kb of Transcription Start Site

	Analyzed Cell Type
	CD34+ Cells                               K-562 Cell Line

	MHC I Pathway Genes
	β2M
	+
	+++

	
	ERAP1
	+++
	+++

	
	ERAP2
	+
	+++

	
	PDIA3
	na
	na

	
	PSMB8
	+++
	+++

	
	PSMB9
	+++
	+++

	
	PSMB10
	+++
	+++

	
	PSME1
	+++
	+++

	
	TAP1
	+++
	+++

	
	TAP2
	+++
	+++

	
	TAPBP
	+++
	+++

	
	TAPBPL
	+
	+++

	
	CD274
	++
	+++

	
	CASP7
	+++
	+++


























Table-1B: Transcription factor IRF1 target genes obtained from ChIP-Atlas. IRF1 binding score obtained from MACS2 and STRING analysis and binding scores graded as: +++ for >750/1000; ++ for >500/100 and <750/1000; + for <500/1000; and 0 (-) for <250/1000. na: not applicable for the genes that are not reported. (Data set ID: SRX212661 and SRX212662).
	Potential IRF1 Binding Score at ±1 kb of Transcription Start Site

	Analyzed Cell Type
	Blood CD14+ Monocytes
Cultured with MCSF (10ng/ml) for 24 hours.
	Blood CD14+ Monocytes
Cultured with MCSF (10ng/ml) and IFN-gamma (100U/ml) for 24 hours.

	MHC I Pathway Genes
	β2M
	0
	+++

	
	ERAP1
	0
	+++

	
	ERAP2
	0
	+++

	
	PDIA3
	na
	na

	
	PSMB8
	+/-
	+++

	
	PSMB9
	+/-
	+++

	
	PSMB10
	0
	+++

	
	PSME1
	+/-
	+++

	
	TAP1
	+/-
	+++

	
	TAP2
	+/-
	+++

	
	TAPBP
	0
	+++

	
	TAPBPL
	0
	+++

	
	CD274
	0
	+++

	
	CASP7
	0
	+++










